
logo MLFS I LF I FGL I LGSFYYTAGCRR IPLHLS I IAPRSSCPSFCRRATLTPAEL IP I LSFLFQKGKCKSCGHR I SFMYPAAELVTA
NTDB id 108302 AACH71 RS19935 WP 136654296.1 MLFILFIFGLILGSFYYTAGRRIPLHLSIIAPRSSCSFCRRALTPAELIPILSFLFQKGKCKSCGHRISFMYPAAELVTA 80
NTDB id 103 BSU 28070 NP 390685.2 MLSILFIFGLILGSFYYTAGCRIPLHLSIIAPRSSCPFCRRTLTPAELIPILSFLFQKGKCKSCGHRISFMYPAAELVTA 80
consensus !! !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo CLFAAAGIRFGI
MSLELFLPTAVVF ILSLL I IVAVTDI

LHFYML IPNR I L I FFLPFLAVAARL I SPLDSWYAGLLGAAAGFLFLALVI
NTDB id 108302 AACH71 RS19935 WP 136654296.1 CLFAAAGIRFGMSLELLTAVVFLSLLIIVAVTDLHYMLIPNRILIFFLPFLVAARLISPLDSWYAGLLGAAAGFLFLALI 160
NTDB id 103 BSU 28070 NP 390685.2 CLFAAAGIRFGISLELFPAVVFISLLIIVAVTDIHFMLIPNRILIFFLPFLAAARLISPLDSWYAGLLGAAAGFLFLAVI 160
consensus !!!!!!!!!!!*!!!! *!!!!*!!!!!!!!!!*!*!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo AAITHGGVGGGDIKLFAVIGFVLGVKMLAAAFFFSVL IGALYGASAAVLTGRLAKKRQPLPFAPAIAAGS I LATYLYGDNS I I S
NTDB id 108302 AACH71 RS19935 WP 136654296.1 AAITHGGVGGGDIKLFAVIGFVLGVKMLAAAFFFSVLIGALYGSAAVLTGRLAKKQPLPFAPAIAAGSILTYLYGNSIIS 240
NTDB id 103 BSU 28070 NP 390685.2 AAITHGGVGGGDIKLFAVIGFVLGVKMLAAAFFFSVLIGALYGAAAVLTGRLAKRQPLPFAPAIAAGSILAYLYGDSIIS 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!!!!!!!!!!!!!!! !!!! !!!!

logo FYIKMALSG
NTDB id 108302 AACH71 RS19935 WP 136654296.1 FYIKMASG 248
NTDB id 103 BSU 28070 NP 390685.2 FYIKMALG 248
consensus !!!!!! !
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