
logo ML I SGSLAAMF
I
F
IHLFLSRQQEHNDEGFMTQQREWMVI S IVEQI

MMNECKEQSQATVKQTADEHGSVL ICRTNLSGQDE I
V
H
RFDE IYHSMIRKRVDEG

NTDB id 1083003 ACK3B6 RS12645 WP 181185692.1 MLISGSLAMFFHLFLSRQQENEGFMQREWVISVEQIMNECKQSQTVQTDEHGSVLICRNLSGQEVHFEIYHSMIRKRVDE 80
NTDB id 101 BSU 24680 NP 390348.1 MLISGSLAAIIHLFLSRQQEHDGFTQQEWMISIEQMMNECKESQAVKTAEHGSVLICTNLSGQDIRFDIYHSMIRKRVDG 80
consensus !!!!!!!! !!!!!!!!!**!! ! !!*!!*!!*!!!!! !! ! ! !!!!!!!! !!!!!***!*!!!!!!!!!!!

logo KGHVP I LDHIKTATMKADE I
V
E
KNGMVLVLWLKI

V
E
K
N
SEDNDQKEVYQTAFPVYSTSYLGGG

NTDB id 1083003 ACK3B6 RS12645 WP 181185692.1 KGHVPILDHIKTMKAEVKNGMLWLKVKNENDKEYQTAFPVYTSLGGG 127
NTDB id 101 BSU 24680 NP 390348.1 KGHVPILDHITAMKADIENGVVLLKIESEDQKVYQTAFPVYSYLGGG 127
consensus !!!!!!!!!! !!!** !!** !!* ! ! !!!!!!!!* !!!!
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