
logo MYRYSTKRGF IYPAVLFTVFSALVLML IVNFTVAAPQFYI
VSRCHMFEKETKELYYI

TGENLLQNGAVLLS IRHI
VLEEHRKPGQREKGSTQQFLQYGHRVS

NTDB id 1083002 ACK3B6 RS12640 WP 101864528.1 MYYSKGFIYPAVLFTFALVMLIVNFTAPQFVSRHMFEKETKEYYTGENLLQNGALLSIRHILEHRPGRKGSQQFQYGHVS 80
NTDB id 102 BSU 24670 NP 390347.1 MYRTRGFIYPAVLFVSALVLLIVNFVAAQYISRCMFEKETKELYIGENLLQNGVLLSIRHVLEERKGQEGTQQFLYGRVS 80
consensus !! **!!!!!!!!! !!!*!!!!! !*!**!! !!!!!!!! ! !!!!!!!! !!!!!!*!!*!*! !*!!! !!*!!

logo YDYIHRDKTSTIKEQKQE INTLKRAVI
STDESGTEKRSTAQI

L
L
VFDQKNQKKLLRSWTE

NTDB id 1083002 ACK3B6 RS12640 WP 101864528.1 YDIRKTTIKEQQEITLKAITESGTEKSAQLLFDQNQKKLLSWTE 124
NTDB id 102 BSU 24670 NP 390347.1 YYIHDTSIKEQKEINLRVSTDSGTERTAQIVFDQKQKKLLRWTE 124
consensus ! !* !*!!!! !! !* !*!!!!**!!**!!! !!!!! !!!

X non conserved

X similar

X ≥ 50% conserved


