
logo MFNEREALRLRLEQLNEAEVKVIREYQI ERDKIYAKLRELDRNGSPSE I
TKKDEFRSEKRKPTDSLPVLAELAAQE IRSYQPPQS

NTDB id 1082990 ACK3B6 RS07880 WP 105954142.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGSPSETKKEFRSERKTDSLPVLAELAAQEIRSYQPPS 80
NTDB id 79 BSU 14240 NP 389307.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGSPSEIKKDFRSEKKPDSLPVLAELAAQEIRSYQPQS 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!*!*!!!!!!!!!!!!!!!!!!!*!

logo QQQSAVQPQLQS I SSLPAGIPDGATTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKE I EKESGLE IPNMTTFMQ
NTDB id 1082990 ACK3B6 RS07880 WP 105954142.1 QQQSAQPQLQSISSLPAGIPDGATRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFMQ 160
NTDB id 79 BSU 14240 NP 389307.1 QQQSVQPQLQSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFMQ 160
consensus !!!! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SL IKMYPEVKKPYRGQYI LEGDE I ESAESANTE
NTDB id 1082990 ACK3B6 RS07880 WP 105954142.1 SLIKMYPEVKKPYRGQYILEGDIESAESATE 191
NTDB id 79 BSU 14240 NP 389307.1 SLIKMYPEVKKPYRGQYILEGEIESAESANE 191
consensus !!!!!!!!!!!!!!!!!!!!!*!!!!!!! !
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