
logo MGAEFLVGRSGSGKTKL I INS IQDELRRAPFGKP I I FLVPDQMTFLMEYELAKTPDMTGGMIRAQVFSFSRLAWRVLQHTG
NTDB id 1082978 ACK3B6 RS05820 WP 202852671.1 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDTGGMIRAQVFSFSRLAWRVLQHTG 80
NTDB id 120 BSU 10620 NP 388943.2 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTG 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!

logo GMSRPFLTSTGVQMLLRKL I EEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMADESGTASEYRGERVLSE
NTDB id 1082978 ACK3B6 RS05820 WP 202852671.1 GMSRPFLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMADSGTASEYRGERVLSE 160
NTDB id 120 BSU 10620 NP 388943.2 GMSRPFLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSE 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!

logo KLHDLS I LYQQMEKSLAEDQYLHSEDYLTLLAEHIPLQAEDI
LKGAHI

VYVDGFYQFTPQEFRVLEQLML
V
H
QAEHITFSLTADKP

NTDB id 1082978 ACK3B6 RS05820 WP 202852671.1 KLHDLSILYQQMEKSLEDQYLHSEDYLTLLAEHIPQAEDLKGAHVYVDGFYQFTPQEFRVLEQLMLQAEHITFSLTADKP 240
NTDB id 120 BSU 10620 NP 388943.2 KLHDLSILYQQMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKP 240
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !!!*!!!!*!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!

logo SHYEGREPHQELDELFRMTGKTYYRLHQKTAKELNLDITYKELDSEGSTEKRHKTKRTPELAHLEAQYEARPAVIPFYAEKQEAFLTVMQAANR
NTDB id 1082978 ACK3B6 RS05820 WP 202852671.1 SHEGEPQELDLFRMTGKTYYRLHQTAKELNLDITYKELDESKRHKRTPELAHLEAQYEARPVIPFAEKQEAFTVMQAANR 320
NTDB id 120 BSU 10620 NP 388943.2 SYEREPHELELFRMTGKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQAANR 320
consensus !*! !!*!!*!!!!!!!!!!!!!! !!!!!!!!!!!!! * !! *!!!!!!!!!!!!!!! !!*!!!!!! !!!!!!!!

logo RAELEGIARE IHASLVREKGYRYKDMVAI LARQPEDYKDMVKEVFADYE IPYF IDGKATSMLNHPL IVEF IRSSLDVLKGNWRY
NTDB id 1082978 ACK3B6 RS05820 WP 202852671.1 RAELEGIAREIHSLVREKGYRYKDMAILARQPEDYKDMVKEVFADYEIPYFIDGKTSMLNHPLVEFIRSSLDVLKGNWRY 400
NTDB id 120 BSU 10620 NP 388943.2 RAELEGIAREIHALVREKGYRYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWRY 400
consensus !!!!!!!!!!!! !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!*!!!!!!!!!!!!!!!!

logo EAVFRCVKTELLFPLNEQPKAKVREQVDQLENYC IAYGIKGDRWTKGDRFHQYRRFVSLDDDEFAQTDQE I EMENMLNDTRDW
NTDB id 1082978 ACK3B6 RS05820 WP 202852671.1 EAVFRCVKTELLFPLNQPKAKVREQVDQLENYCIAYGIKGDRWTKGDRFHYRRFVSLDDEFAQTDQEIEMENMLNDTRDW 480
NTDB id 120 BSU 10620 NP 388943.2 EAVFRCVKTELLFPLNEPKAKVREQVDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRDW 480
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!

logo IVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEDEDGR I I EAQQHQQAWDAVIQLLEEFVEMMGDEDDE I
NTDB id 1082978 ACK3B6 RS05820 WP 202852671.1 IVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEEDGRIIEAQQHQQAWDAVIQLLEEFVEMMGEDDI 560
NTDB id 120 BSU 10620 NP 388943.2 IVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDDEI 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!



logo SLDLFQQMI
MEATGAESLTFSL IPPALDQVFVGNMDLSR I

MYGI
TSCTFVI

LGANDGVLPARPDENGVLSDDDREWLKTIG I
VELS

NTDB id 1082978 ACK3B6 RS05820 WP 202852671.1 SLDLFQQMMETGAESLTFSLIPPALDQVFVGNMDLSRIYGISCTFVIGANDGVLPARPDENGVLSDDDREWLKTIGIELS 640
NTDB id 120 BSU 10620 NP 388943.2 SLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDLSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELS 640
consensus !!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!

logo SGGRERLLDEHFL IYMAFLSSPSDRLYVASYP IADAEGKTLLPS IMI
V
I
VKRLEELFPHQHKRERLLTNEPEQVSDEEQLMYLVVNKS

NTDB id 1082978 ACK3B6 RS05820 WP 202852671.1 SGGRERLLDEHFLIYMALSSPSDRLYVAYPIADAEGKTLLPSIVIKRLEELFPQHRERLLTNEPEQVSDEEQLMYLVNKS 720
NTDB id 120 BSU 10620 NP 388943.2 SGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLLPSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNKS 720
consensus !!!!!!!!!!!!!!!!! !!!!!!!!! !!!!!!!!!!!!!!***!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!*!!!!

logo VAQSFYTASQLRLWTREYDE I SDVWWSATYNAVLMNSAEPQDRLQEQSKKLFSSLFFRNEVKQLERSVSRQLYGER IQGSVSRMETFNA
NTDB id 1082978 ACK3B6 RS05820 WP 202852671.1 VAQSYTASQLRLWTREYEISDVWWSAYNALMNAPDRQESKKLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNA 800
NTDB id 120 BSU 10620 NP 388943.2 VAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNA 800
consensus !!!!*!!!!!!!!!!!!*!!!!!!! !! !! *!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKL I SDRLREHQKI
LDWRDLTKEQCELFSYDAVERLAPKLQKE I LLSSN

NTDB id 1082978 ACK3B6 RS05820 WP 202852671.1 CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREHKIDWRDLTKEQCELFSYDAVERLAPKLQKEILLSSN 880
NTDB id 120 BSU 10620 NP 388943.2 CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTKEQCELFSYDAVERLAPKLQKEILLSSN 880
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RHYYVKEKLQKIVTRVSGI LSEHAKASGFVP IGLELGFGGKGPLPPLTFKQLKNGCTMELVGR IDRVDKAESSKGLLLR IV
NTDB id 1082978 ACK3B6 RS05820 WP 202852671.1 RHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFKLKNGCTMELVGRIDRVDKAESSKGLLLRIV 960
NTDB id 120 BSU 10620 NP 388943.2 RHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGCTMELVGRIDRVDKAESSKGLLLRIV 960
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DYKSSDKGLDLAEVYYGLALQMLTYLDLS ITHSALDWLGMKRATPAGVLYFHIHDPMIQSNLPLGLDE I EQE I FKKFKMKGL
NTDB id 1082978 ACK3B6 RS05820 WP 202852671.1 DYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSLDWLGMKATPAGVLYFHIHDPMIQSNLPLGLDEIEQEIFKKFKMKGL 1040
NTDB id 120 BSU 10620 NP 388943.2 DYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNLPLGLDEIEQEIFKKFKMKGL 1040
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LLGDQEAVI
VRLMDTTLQEGRSNI INAGLKKDGSLRSDSAAVGEKEFDELLTKHVRRTFQEAGEQITDGRVS I EPYKMKNKTP

NTDB id 1082978 ACK3B6 RS05820 WP 202852671.1 LLGDQEAIRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFELLTKHVRRTFQEAGEQITDGRVSIEPYKMKNKTP 1120
NTDB id 120 BSU 10620 NP 388943.2 LLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITDGRVSIEPYKMKNKTP 1120
consensus !!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo CTYCAFKSVCQFDESLEENEYRLPLKAEKDKTI
VLDEWIKKEADGNEHS

NTDB id 1082978 ACK3B6 RS05820 WP 202852671.1 CTYCAFKSVCQFDESLEENEYRLLKAEKDKTVLDWIKKEADGNEHS 1166
NTDB id 120 BSU 10620 NP 388943.2 CTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS 1166
consensus !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!*!*!!!!!!!!!!!!
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