
logo MKE IVEQNI FNEDLSQLLYSF IDSKETFSFAESTI LHYVVFGGENLDVATRLGAGI E I L I LSSDIMDDLEDEDNHHALWM
NTDB id 108295 AACH71 RS17990 WP 103750156.1 MKEIVEQNIFNEDLSQLLYSFIDSKETFSFAESTILHYVVFGGENLDVATRLGAGIEILILSSDIMDDLEDEDNHHALWM 80
NTDB id 93 BSU 31710 NP 391049.2 MKEIVEQNIFNEDLSQLLYSFIDSKETFSFAESTILHYVVFGGENLDVATRLGAGIEILILSSDIMDDLEDEDNHHALWM 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KINRSESLNAALSLYTVGLTS IYSLNNNPL I FKYVLKYVNEAMQGQHDDITNKSKTEDESLEVIRLKCGSL IALANVAGV
NTDB id 108295 AACH71 RS17990 WP 103750156.1 KINRSESLNAALSLYTVGLTSIYSLNNNPLIFKYVLKYVNEAMQGQHDDITNKSKTEDESLEVIRLKCGSLIALANVAGV 160
NTDB id 93 BSU 31710 NP 391049.2 KINRSESLNAALSLYTVGLTSIYSLNNNPLIFKYVLKYVNEAMQGQHDDITNKSKTEDESLEVIRLKCGSLIALANVAGV 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LLATEGEYNETVERYSYYKGI IAQI SGDYHYVLLSGNRSDI EKNKHTL IYLYLKRLFNDASEDLLYL I SHKDLYYKSLLDKE
NTDB id 108295 AACH71 RS17990 WP 103750156.1 LLATEEYNETVERYSYYKGIIAQISGDYHVLLSGNRSDIEKNKHTLIYLYLKRLFNDASEDLLYLISHKDLYYKSLLDKE 240
NTDB id 93 BSU 31710 NP 391049.2 LLATGEYNETVERYSYYKGIIAQISGDYYVLLSGNRSDIEKNKHTLIYLYLKRLFNDASEDLLYLISHKDLYYKSLLDKE 240
consensus !!!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KFQEKL IKAGVTQYI SVLLE IYKQKC I SA I EQLNLDKEKKEL IKECLLSYTKGDTRCKT
NTDB id 108295 AACH71 RS17990 WP 103750156.1 KFQEKLIKAGVTQYISVLLEIYKQKCISAIEQLNLDKEKKELIKECLLSYTKGDTRCKT 299
NTDB id 93 BSU 31710 NP 391049.2 KFQEKLIKAGVTQYISVLLEIYKQKCISAIEQLNLDKEKKELIKECLLSYTKGDTRCKT 299
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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