
logo MPSNEKAGGGIHKL ICLLCDSQFSQADVTWRALFLLKPDEKVCHYSCRRSKLSKKITGHS ICPTI
LCGRPQSVHYAVCRDCEAVWKRLTR IRSDH

NTDB id 108291 AACH71 RS15955 WP 136653810.1 MPNKAGGGIHKLICLLCDSQFSQAVTWRALFLLKPDEKVCHSCRRKSKKITGSICTICGRPQSVYAVCRDCEAWKLRISH 80
NTDB id 109 BSU 35450 NP 391425.2 MSNEAGGGIHKLICLLCDSQFSQDVTWRALFLLKPDEKVCYSCRSKLKKITGHICPLCGRPQSVHAVCRDCEVWRTRIRD 80
consensus !*! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!*!!! ! !!!!!*!!**!!!!!!!*!!!!!!! !* !! *

logo SLLLRQNRSVYTYNDMMKETLSRFKFRGDAE I INAFKSDFSSTFSKVYPDKHFVLVP IPLSKEREEERGFNQAHQLLAECL
NTDB id 108291 AACH71 RS15955 WP 136653810.1 SLLLRQNRSVYTYNDMMKETLSRFKFRGDAEIINAFKSDFSSTFSKVYPDKHFVLVPIPLSKEREEERGFNQAQLLAECL 160
NTDB id 109 BSU 35450 NP 391425.2 SLLLRQNRSVYTYNDMMKETLSRFKFRGDAEIINAFKSDFSSTFSKVYPDKHFVLVPIPLSKEREEERGFNQAHLLAECL 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!

logo

D
GRP I

SHHPL IRLNNEKQSKKKKTERLLSAECR I FDTKNNSAEGMNI I L IDDLYTTGATLHFAARCLLEKGKAASVASSFTL IRS
NTDB id 108291 AACH71 RS15955 WP 136653810.1 GRPIHHPLIRLNNEKQSKKKKTERLLSARIFDTKNNSAEGMNIILIDDLYTTGATLHFAARCLLEKGKAASVASFTLIRS 240
NTDB id 109 BSU 35450 NP 391425.2 DRPSHHPLIRLNNEKQSKKKKTERLLSECIFDTKNNSAEGMNIILIDDLYTTGATLHFAARCLLEKGKAASVSSFTLIRS 240
consensus !! !!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!
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