logo

NTDB id 1082876 ACLHOK RS08370 WP 411376439.1

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

logo

NTDB id 1082876 ACLHOK RS08370 WP 411376439.

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

logo

NTDB id 1082876 ACLHOK RS08370 WP 411376439.

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

logo

NTDB id 1082876 ACLHOK RS08370 WP 411376439.

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

logo

NTDB id 1082876 ACLHOK RS08370 WP 411376439.

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

logo

NTDB id 1082876 ACLHOK RS08370 WP 411376439.

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

logo

NTDB id 1082876 ACLHOK RS08370 WP 411376439.

NTDB id 369 SMU RS04255 WP 002263293.1
consensus

FCIFKRLNAKENG VLLSTAF I CLAVIE DLKTPEY! SNITTLLQTKGTTASDI DPGSK LV FSFCSFR AVLVCFLAS

MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS

>k 3k >k 3k 5k >k 3k >k 3k 5k >k sk >k 3k 5k >k sk >k 3k ok >k sk >k 3k sk >k sk >k 3k 5k >k sk >k 3k ok 3k 3k >k 3k sk >k 5k >k 3k 5k >k sk >k 3k 5k >k 3k >k 3k sk >k 5k >k 3k 5k >k sk >k 3k 5k >k sk >k 3k ok >k 5k >k 3k 5k >k ok k sk ok

RTAASFTTRLRSDIFNRV: DYSEAETKKFSTPSLLTRTTNDLTQLQIM IV QUTRGP I AVIALTKIICKSDENTGA

RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA

>k >k 3k 3k 3k 3k 5k X Xk %k >k %k 3k 3k 5k >k X Xk >k >k %k 3k >k >k > X %k %k >k %k 3k 3k > > X %k >k >k %k %k > > > % %k >k %k %k 3k 3 > > % %k >k > %k % > > > % %k > > % % 3 > % % %k >k %k % % % % % X

VEVAVLIVE T LSVL FVARPRRQVQSLTDALNSTTRESLTCVRWRAYNAEDYCDTKFKRENKNLTKLNLLVYRL SL

VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL

>k >k >k 3k %k 5k 5k >k %k >k >k >k %k %k 5k >k %k >k >k >k >k >k 5k 5k 5k >k %k >k >k >k >k 5k >k >k *k %k >k >k >k >k %k >k > %k %k >k >k >k %k >k > > *k %k >k >k >k >k >k > >* %k %k >k >k > > > > >* %k %k >k >k %k % > % * %

NV TWSSCLTLAIYWICAYLLNDTKIP TSVTAAKCATADRISVESD WESSYA VWV 1 VATFTTLPRALY

MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGATIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALYV|
sk sk ok ok ok ok ok sk ok ok ok ok ok sk ok ok ok ok ok sk ok ok ok ok ok ok ok ok ok ok ok ok sk ok ok ok ok ok sk ok ok ok ok ok sk ok ok ok ok % ok ok ok ok % ok ok ok ok ok ok sk ok ok ok ok ok ok k ok ok ok % ok k ok ok k K

SAKRINEVLALNSSVHFKEYSKADNARKCEVEFHDVS FRYSKNSRAV I EHVSFSAKACETVAF | ST S KSH.\L/N\.Y R

SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAF GSTGSGKSTL NL PR

) e O B

:

o gk

1AL/ SN QG ENNF ke T DENe)yI [ R/ AJMR G SM S T MR QR HIRaSIey RIS EINESR MEBIAPE . . . ASPIDERYE VIRIKINNTMRISMRBIL P
FMDEATIRGIYTIN 'DGESY ' QDp&SIDILIAINIY [ead PQIIA 'LESGTIIMSIN Fey - (8] LDPAKIIEA AL AK NS EEKE
| T T | * * | [ ] I x % x

T D s

LPL[¢
KEK{¢
!

Lo Rl L
I[HFDDSFSA\.DY TBEI DLAAELADAAKL [ YAENTVATEUND
LEITIYV QGGTRSGGQ QRL{IARAL|H SEFERNIIVNRN(DYNE T RIBIE VIREAEL ABIA A VIRMAWAE RS A MEDYNG

L T V QGGTIIISGGQ QRL TARALJNRKIZY |8 FDDSFSALDY|AT BREILRAMLINGERY KNS VAR Syy WD Al
Pk bk bk DL LD DUk bbbkl DLLL Thsk % b 0LLULELLLT Tk 1L 1 * Pkl Ikl % 11 %11

160

240

320

17
400

94
480

174
560



Logo V\.DQ ﬁYVAQ THKH.\. \AD Y E AESQ\.X ELEN K

NTDB id 1082876 ACLHOK RS08370 WP 411376439.1 |AWIG[CRENAAIeyN:PIRNRETSGT Q GPP. 211
NTDB id 369 SMU RS04255 WP 002263293.1 VLDNG V QGTH ANNDI Q SK EEBEY 600

consensus N L RN NE N ! "' "' ¥ kokok Kok

X non conserved
B similar
>50% conserved



