
logo

MFKI FKRLNAKEWGMVLLSTAF ICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS
NTDB id 1082876 ACLH0K RS08370 WP 411376439.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ********************************************************************************

logo

RTAASFTTRLRSDI FNRVMDYSEAE IKKFS IPSLLTRTTNDLTQLQIMIVMGMQVVTRGP IMAVWALTKIWGKSDEWTGA
NTDB id 1082876 ACLH0K RS08370 WP 411376439.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ********************************************************************************

logo

VGVAVL IVF IMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL
NTDB id 1082876 ACLH0K RS08370 WP 411376439.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus ********************************************************************************

logo

MNPVMTVVSSGLTLAIYW IGAYLLNDIKIPMTSVTAAKGAIADR I SVFSDMVVFSSYAMQVVVGFMMMVAI F I I LPRALV
NTDB id 1082876 ACLH0K RS08370 WP 411376439.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus ********************************************************************************

logo

SAKR INEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVI EHVSFSAKAGETVAF I
MGSTGSGKSTLLVNL IVPR

NTDB id 1082876 ACLH0K RS08370 WP 411376439.1 ...............................................................MGSTGSGKSTLLNLVPR 17
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus ****************************************************************!!!!!!!!!!*!!*!!
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NTDB id 1082876 ACLH0K RS08370 WP 411376439.1 FLDSTQGEIFLDGTDIQDLRLDALRGSMSIVPQQAHLFSGTISENLRMAAPE...ASDDELWDVLEKAQTMRFMRDLPLG 94
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus ! ! ! ! ! *!! *!! *! ! * *!! !*!!!!!! !* * ***** ! *!* !! !! !* * * !

logo LDHTEPVAGQGGTNTFLSGGQKRQRLAC IARALALRKPSES ILFL ILFDDSFSALDYDKTDERTI
RLRENDVLAEAKEKLTAKDEAMATKVL IMVAEQR I
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NTDB id 1082876 ACLH0K RS08370 WP 411376439.1 LHTPVGQGGTTLSGGQRQRLCIARALLRKSSLFLFDDSFSALDYDTETRLREVLEAELADAAVLMVAERVSAVEDAGLIL 174
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus !*!*!*!!!! !!!!*!!!*!!!!! !!* * *!!!!!!!!!! !* !! ! * !*!! !*! * !! *!!



logo VLDGQGKR I
VVAGQGTHKPELLAENTNSDGI

TYQRE IAEYSQLASKLDEEGLPEPNGK
NTDB id 1082876 ACLH0K RS08370 WP 411376439.1 VLDGGRIVAQGTHPELLETSGTYREIAESQLALDGPP... 211
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!! !**!*!!!!*!!! ! !!! !!! * *****
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