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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1082863 ACLH0J RS21640 WP 411388954.1 MRTGMFALALGLLALRFLPALP........SIGWLIAMPVVALMLLPFR....TYPLAFFLLGLSWACISAQSALDDRLK 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLP........SFGWLLALAPVGLLLLPFR....WRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1082863 ACLH0J RS21640 WP 411388954.1 PALDGQTRWVEGRVTGLPQQTGEGVRFELTDSR.SRKAHLPKRIRVFWRG....................GPEVRSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1082863 ACLH0J RS21640 WP 411388954.1 RLAIALKRPFGLLNFHGFDQEAWLLAQRIGATGSVKDGERLAPA..............RNAWRDSIRQRLMAVDAHGR.Q 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR.A 194
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LAGLFLVGYGAVLWVALMAGLLWRRSFGLARYWLGCIRTWPLPLQRTRLMWPAWQLRPAWGAACVGAL
NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1082863 ACLH0J RS21640 WP 411388954.1 AGLTALVLGDGSGLAAEDWQVLQDTGTVHLLVISGQHIGLLAGLVYGLVAGL.......ARYGCWP..RTWPWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGIWP..QRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1082863 ACLH0J RS21640 WP 411388954.1 AFAAALAYGLLAGFGVPVQRACVMVALVLLWRLRFRHLGIWWPLLLALNGVLMLEPLASLQPGFWLSFAAVAVLGLAFGG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEP 479
NTDB id 1082863 ACLH0J RS21640 WP 411388954.1 R.......LG.......PWSFWHVWTRPQWMIAIGLFPVLLVLGLPISLSAPLANLVAVPWISLVVLPLALLGTVLLALP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 R.......LG.......VPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 1082863 ACLH0J RS21640 WP 411388954.1 FVGEGLLWLAGGALDGLFMGLAWLAGHVPAWVPTQVAPIYWCISLMGALLLLLPKGVP...FRLLGWPMLLLAVFPPRAL 486
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 1082863 ACLH0J RS21640 WP 411388954.1 VPHGQVEVVQLDVGQGQALILRTRHHTLLYDAGPRSGAF.DLGARVVLPSLRKLGVGSLDMMLLSHADADHAGGAVAIAN 565
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 1082863 ACLH0J RS21640 WP 411388954.1 GMPIKRVVGGETE.....R..LPAVLGTQPCVSGEQWRWDGVSFELWQWA......DAVAGNPKSCVLLVQANGERLLLT 632
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPE.....R..LPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 1082863 ACLH0J RS21640 WP 411388954.1 GDIDRAAEQALLGT..PLAVSTDWLQAPHHGSRSSSSRAFLQRLAPKSVLISRGRGNAFGHPHLQVLERYRALGSRVYDS 710
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDG..GMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1082863 ACLH0J RS21640 WP 411388954.1 AEQGAVRLQLGAF..APPVVARSQRRFWRERLP............... 741
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGAF..GGARRMRDEPRFWREK................. 741
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