
logo MRATGLML
VALAALGLLVALLP I

RFLPAQLPPSFLGWLWLVALALMAPLPLVAGLLML
VLPFRTWRYPLAGFFLFGLAVWACLNSAQWALDDRLPAVDTLDGERTFRWLVEG

NTDB id 1082836 ACLH0I RS21060 WP 411385294.1 MRTGLVALALGLVAPIFLPALPPLWLVAAMPLLALMVLPFRTYPLGFFLFGLAWACLSAQWALDDRLPATLDGETRWVEG 80
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRWRPLAFFLFGLVWACLNAQWALDDRLPVDLDGRTFWLEG 80
consensus !! !**!!! !!* * !!! !!* * !*****!**!!!! !!*!!!!!! !!!! !!!!!!!!!! !!! ! !*!!

logo

Q
RVTVGLPDQQRGRDGDGVVRFEGLAEDI

V
H
QSRHRATGRLPKSRTI

LRLAWFYGGPEP INRSGERWRLAAVKRLKRPASGLML
VNPHSAGFDYAEAWLLASRGR IGATG

NTDB id 1082836 ACLH0I RS21060 WP 411385294.1 RVVGLPQQGDGVVRFGLADVQSRRTRLPKTLRLAWFGGPPINSGERWRLAVKLKRPAGLLNPHGFDYAAWLLSRGIGATG 160
NTDB id 1199 PSJM300 12650 AFN78592.1 QVTGLPDRRGDVVRFELEDIHSRHAGLPSRIRLAWYGGPEIRSGERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATG 160
consensus ! !!! !!!! ! !**!!* !! *!!!!*!!!*! !!!!!!!! *!!!! !**!!**!!! !!!! ! !!!!!

logo TIKAQGERLR I
L
A
Q
EAAASRSGAWRDERLVRQARLALQTVDEAHYGRASGAI

LAALVLVGDGGSGLSRTAEDWQRVLQDTGTVHLLMVI SGQHI
VGLMLAGLLVY

NTDB id 1082836 ACLH0I RS21060 WP 411385294.1 TIKQGRLLQ..AARGAWRDEVRQALAQVDAYGRSGALAALVLGDGGGLSREDWQVLQDTGTVHLLVISGQHIGLLAGLVY 238
NTDB id 1199 PSJM300 12650 AFN78592.1 TIKAGERIAEAASSGAWRDRLRQRLLTVEAHGRAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLY 240
consensus !!! ! * **! !!!!! *!! ! !*!*!! !!*!!!!*!!! !!! !! !!!!!!!!!!*!!!!!!*!*!!!!*!

logo

A
L
L
VVALGLALARW

YGI
LWPAQGRLAPWLPWACAGLAFACAGALGYGLWLAGFEVPVRRACALMI

V
A
G
I
LVLLWRLRFKRHQLPDGPVWLWAPLWL ILAFLAVGVLMVFVD

NTDB id 1082836 ACLH0I RS21060 WP 411385294.1 LLVAGAARYGLWPAGLAWLPWACALAFCAALGYGLLAGFEVPVRRACAMIGLVLLWRLRFKQPDPWWAWLLAFAGVLVFD 318
NTDB id 1199 PSJM300 12650 AFN78592.1 AVVLLLARWGIWPQRLPWLPWACGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVD 320
consensus *! !!*!*!! !*!!!!!!*!!!**!!!!! !!!!!!!!!!!! !***!!!!!!!!*** *! * !*! !!!* !

logo PLASLQRPGFWLSFAVAVAI
LL IMF

W
I
TFGRAGRLGPVPWRSWWQRATLWLTRYAQWALMVALGLCLPALLML IVLVGLPVSLSGPLAVNL ILAVPWI SLVLVLVPLP

NTDB id 1082836 ACLH0I RS21060 WP 411385294.1 PLASLRPGFWLSFAAVAILMFTFGARLGPWRWWQTWTRAQWLVALGLCPLLLIVGLPVSLSGPLVNLIAVPWISLLVLPP 398
NTDB id 1199 PSJM300 12650 AFN78592.1 PLASLQPGFWLSFVAVALLIWIFRGRLGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPL 400
consensus !!!!! !!!!!!! !!!*!** ! *!!!** !! !!! *!!!!*! *!**!!!!!!!!!! !!*!!!!!!*!!*!*

logo ALLGSTAFLLPWVPLWI
LGEAGLLW I

LAGGLLADLVLFERGLLAL IVAGRWLQPAWLVAPSVALVPLSWALWGS ILAVALGATFLLVLLLPAKGVPLRLVLGTWLPLML
V
A
L
L
P

NTDB id 1082836 ACLH0I RS21060 WP 411385294.1 ALLGTALLPVPLIGEGLLWIAGGLLDLLFRGLALVAGRLPAWVPVAVPSWALGIAALGAFLLLLPKGVPLRLLGWPMVLL 478
NTDB id 1199 PSJM300 12650 AFN78592.1 ALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVPLRVLGTLLLAP 480
consensus !!!!* !!*!! *!!*!!!*!!!!! *!! !!!*!! !!!** !*! !! * !!! *!!!! !!!!!*!! *** *

logo

L
M
L
VFAPPDRESNRLPEPPQGHRAEVWQVFLDVGQGLASVLVRTRDHHATLLYDAGPRFYGDEAFDI

VGERVVFLPSTLRKQLGLVEHGRLDLML
MLSHADASDHAG

NTDB id 1082836 ACLH0I RS21060 WP 411385294.1 MVFPPRENLPPGHAEVWQLDVGQGLAVLVRTRHHTLLYDAGPRFGEADVGERVVLPTLRKLGVHGLDLMLLSHADADHAG 558
NTDB id 1199 PSJM300 12650 AFN78592.1 LLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDFDIGERVVFPSLRQLGLERLDLMMLSHADSDHAG 560
consensus **!*! ***!*!!!! !!!!!! !!!!!!*! !!!!!!!!*!* !*!!!!! !*!! !!** !!!!*!!!!! !!!!



logo GALRAI
V
Q
R
K
R
A
G
L
MPTVGMAEVI

LSGDEPDEARLPAEAQLDQAGRPSCDRSTGQRRWETWDNGQVGNFESLVWRWAPQSATVENGSNQAKSCVLLMVEAAGGERLLLTGDIDATHQ
NTDB id 1082836 ACLH0I RS21060 WP 411385294.1 GARAVRKGLPTMEVISGDPDALPEQLQAGPCDSGRRWEWDGVGFELWRWASAVESNQKSCVLLVEAGGERLLLTGDIDTH 638
NTDB id 1199 PSJM300 12650 AFN78592.1 GALAIQRAMPVGAVLSGEPERLPAALDARSCRTGQRWTWNQVNFSVWRWPQATNGNQASCVLMVEAAGERLLLTGDIDAQ 640
consensus !! !* ***! !*!!*!* !! ! ! *! *! !! ! ! ! *!!!* ! !! !!!!*!!!*!!!!!!!!!!! *

logo AERALLVDEGAGLMAELVNPAIQRWLALAPHHGSNRSSSSAMAVFLLASARLVAKAPDHGSAVL I SRGSQSGHNAFGHPHPAQVLMAKRLYQRNRASGALAE I
L
H
YDSTAEHQGAI

L
R
SL

NTDB id 1082836 ACLH0I RS21060 WP 411385294.1 AERALLDEALALPIQWLAAPHHGSRSSSSMALLSRLKPHSVLISRGQGNAFGHPHPQVMARYRRSGLAIYDSAEQGAIRL 718
NTDB id 1199 PSJM300 12650 AFN78592.1 AERALVDGGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSL 720
consensus !!!!!*! ** ** !! !!!!!! !!!! ! * ** !!!! *!!!!!!!! !* ! ! **!*!!*!!* !

logo QLGAFEGGLAPRRTEMARDGEHPRRFYWRDEKPPGVGPPRQH
NTDB id 1082836 ACLH0I RS21060 WP 411385294.1 QLGAFELPRTEAGHRRYWRDPPGVGPPRQH 748
NTDB id 1199 PSJM300 12650 AFN78592.1 QLGAFGGARRMRDEPRFWREK......... 741
consensus !!!!! *! **!*!!***********

X non conserved

X similar

X ≥ 50% conserved


