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NTDB id 1082795 ACK1LH RS15205 WP 411333518.1 MVTFLFFIVTYGLLLGSFYNVVGLRVPMKQSIVAPRSACPGCGHTLTAGELIPVVSYVLQGGKCKKCKARISPLYPFVEG 80
NTDB id 103 BSU 28070 NP 390685.2 ...MLSILFIFGLILGSFYYTAGCRIPLHLSIIAPRSSCPFCRRTLTPAELIPILSFLFQKGKCKSCGHRISFMYPAAEL 77
consensus *** ! * *!!*!!!!! !*!*!** !!*!!!! !! ! *!!!**!!!!**!** ! !!!! ! *!!!**!! !
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NTDB id 1082795 ACK1LH RS15205 WP 411333518.1 MTALLFAAAALLLGWTGELAVALTLISLFMIIFVSDVKYMVIPDKVLLFFGGLLVFERILIPLSPWWDPLAGAAAGFSLL 160
NTDB id 103 BSU 28070 NP 390685.2 VTACLFAAAGIRFGISLELFPAVVFISLLIIVAVTDIHFMLIPNRILIFFLPFLAAARLISPLDSWYAGLLGAAAGFLFL 157
consensus *!!*!!!!!** ! * !! *!* !!! *!* !*!***!*!! **!*!! * ! !** !! *!* *! !!!!!! !
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NTDB id 1082795 ACK1LH RS15205 WP 411333518.1 YAIAFVTRGKGMGGGDIKLFAVLGLALGWKLVLLAFFLSCLAGSLAGGIAMLLGKAKRKEPMPFGPSIMAGTLAAYFFGE 240
NTDB id 103 BSU 28070 NP 390685.2 AVIAAITH.GGVGGGDIKLFAVIGFVLGVKMLAAAFFFSVLIGALYGAAAVLTGRLAKRQPLPFAPAIAAGSILAYLYGD 236
consensus !! *!** !*!!!!!!!!!!*! !! !** !!! !*! ! ! !* !*! !* ** !*!!*! ! !!** !! *!*
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NTDB id 1082795 ACK1LH RS15205 WP 411333518.1 PLIDWYIRLIGY 252
NTDB id 103 BSU 28070 NP 390685.2 SIISFYIKMALG 248
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