
logo MQQHPQADDQLFKLQEEQEPRFYLKGKTI
V
I
NTVI FYHQNDEQTNHLYTVLKTVEKVLTETSEANIDEDQKAEMVSTVTGYFPALLHQEDEETYTFFYGKMI

V
T
V
Q
THPKFGLQ

NTDB id 1082792 ACK1LH RS14915 WP 029279461.1 MQQ.QADLFQEQERFLKGKIITVIFQNEQNHYTVLKTEVLETSENIDQKEMTVTGYFPLLHEDETYTFFGMVTQHPKFGQ 79
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus !!!** ! ! !**!!! * !!!**!* !*!!!!! ! !!!! !* ! **!!!!!! !*!*!!!!!*! * !!!!!

logo QFQAEHFYKRKE IPKTTKRDEGI
V IQYLSSDLFEKGIGKRKTAEAE IVDKEKLGDEGSAINSKI

M
L
M
A
EDAPSLVLDYDKVPKRLGSKDKKADKLTLALDGAQLKQERHQG

NTDB id 1082792 ACK1LH RS14915 WP 029279461.1 QFQAEHYRKEIPKTRDGVIQYLSSDLFKGIGRKTAEAIVDELGEGAISKMMEDPSLLDKVPKLGKDKAKLLLDQLKEHQG 159
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !!!!!!**!!!! !**!*!!!!!!!!! !!!*!!!! !! !!* !! !** !*!*! !!*! ! !! ! ! !!!

logo LEQAIMI ISLNQFLGFGPQLSMKIYQAYEQDSERTLVEQI
KIQENPFYQLVKDI

VEGIGFGVKRADELGSRMGLGSGNHPER I
VKAACI FLYTI

LEHTLT
NTDB id 1082792 ACK1LH RS14915 WP 029279461.1 LEQAMIILNQLGFGPQLSMKIYQAYQDRTVQIIQENPFQLVKDIEGIGFVRADELGSRMGLGGNHPERIKAACFYTIEHL 239
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !!! !! !!! !!!!!!!!!!!!!! !* !!!!!*!!!!!*!!!!! *!!!!!!!!!! !!!!!!*!!!* !!*!*

logo CLQSEGHTYI
V
E
STEQL I IVDKATMQDSLLNQSASDREGI

QR I
V
I
TEMTDAIASANAQI IAKLAGEDNKRDGI IV I EDEDGRCTYFLPSLFYFYAEQGNLVAVKRS IVKQHRI

V
A
L
L
SQT

NTDB id 1082792 ACK1LH RS14915 WP 029279461.1 CLQEGHTYVSTEQLIVKAMDLLNQSSD..IRVIETDISAQIIKLAEDRGIIIEEDRTYLPSLYFAEQGLVKSIQRVLLQT 317
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus !! !!!!!* !!!!!* !!!!! ** !* ! ! !! !*! * !*!!* !*! !!!**!!! * ! * ** !!

logo EYDENSLQFPESEFLLASLGENLEERMDNVQYAPSSQKEAIQKTALMSSPMLLLTGGPGTGKTTVIKRGIVELYAGDELHGCVSLDPKSADYKKDE
NTDB id 1082792 ACK1LH RS14915 WP 029279461.1 EYDSLFPESEFLLSLGNLEERMNVQYASSQKEAIQTALMSPMLLLTGGPGTGKTTVIKGIVELYADLHGCSLDPKDYKKE 397
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
consensus !!* !!!!!!!! !! !!!!! !!!!*!!!!!!! !! !!!!!!!!!!!!!!!!!!*!!!!!!**!!!*!!!! !!!*

logo EAPFP I SVLAVAPTGRAAKRMS
TEASTGLPAVTIHRLLGKWNGAEGFDTHGTEDNQP I EGAGKLL I IVDEAMSML

VDI
TWI

LAHNHQLFKAI
LPDEHQIQI

V

NTDB id 1082792 ACK1LH RS14915 WP 029279461.1 EPFPISLVAPTGRAAKRMTEATGLPAVTIHRLLKWNGAEGFDHGEDNPIGAKLLIVDEMSMVDTWIAHQLFKALPEQIQV 477
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
consensus !*!!! ! !!!!!!!!!!*! !!!!!!!!!!!! !!!!!!! ! !!*!! *!!!!*!! !!*! !*!**!!!!*!**!!*

logo I IMVGDEDQLPSVGPGQVLRDLLAESDQAVI
VPTVVRLTDIYRQAEGSS I IVELAHDQI

MKKNGLRLPENNLATAPTKDRSF IRCGSGSTQI
VKEV

NTDB id 1082792 ACK1LH RS14915 WP 029279461.1 IMVGDEDQLPSVGPGQVLRDLLESDAVPVVRLTDIYRQAEGSSIIELAHDIKKGRLPENLAAPTKDRSFIRCSGTQVKEV 557
NTDB id 355 BSU 27480 NP 390625.1 IIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV 560
consensus !*!!!!!!!!!!!!!!!!!!!! ! *! !!!!!!!!!!!!!!!*!!!! *! ! !! !! !!!!!!!!!!! !*!*!!!



logo VEKVI
VANAI

LKKGYTAKRDI
VQVLAPMYRGKPAGIDNEQLNVMLQDE I

L
F
LNPKPKSESGKKRRELMKFGDETVVYRSTGDKI

VLQLVNQPENSNVFYNGD
NTDB id 1082792 ACK1LH RS14915 WP 029279461.1 VEKVIANAIKKGYTARDVQVLAPMYRGPAGIDQLNVMLQELFNPKSSGKREMKFGETVYRSGDKVLQLVNQPESNVYNGD 637
NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGD 640
consensus !!!!*!!!*!!!!!!*!*!!!!!!!!!*!!! !!!!!!** !!* *!!*!!!* !!!*!!!*!!!!!!!! !!*!!!

logo IGE ITVS I FYAKENTEKEDMAIV I
VSFDGNEMVTFYTKKSDFNTQFTHAFYCCS IHKSQGSEFP IVVLVPVVKGSYYRMLRRNL ILYTAIT

NTDB id 1082792 ACK1LH RS14915 WP 029279461.1 IGEIVSIFYAKENTEKEDMIVISFDGNEVTYTKSDFTQFTHAFCCSIHKSQGSEFPIVVVPVVKSYYRMLRRNLIYTAIT 717
NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
consensus !!!! !!!!!!!!!!!!!! !*!!!!!!*!*!! !! !!!!!*!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!*!!!!!

logo RASKKQFL I LCGEEQDEALELRWGI
V
E
KNNRDAHLTSVRQTSLKRMNKRLSQVKQQVEEMDAEKLEQAELEQKSELPFGSAVAHDAMNIGMEGITPFYDFMEKDEESQR I

Q

NTDB id 1082792 ACK1LH RS14915 WP 029279461.1 RSKQFLILCGEQDALLRGIENRDHLSRQTSLRMKLSQKQE....EKQELESELPFGAADAMIGMEGITPYDFMEDSRI 791
NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus ! ! !!!!!!! *!! !* ! !* !!!!!* *!! !****! ! !!!! *!! !!!!!!!!*!!! *

X non conserved

X similar

X ≥ 50% conserved


