
logo MDNS I EKLLVSEKNR I
L
I
VEEACYELLTKNASDIHFIVPRERTDAI

V IHQFYR I
VDDHADL ILEKKRDI IMKRKEEVCGVR I

L IASHFKFLASASMDIGERRKRPQNGSLAT
NTDB id 1082789 ACK1LH RS14255 WP 029279705.1 MNSIELLSERIVEEACELNASDIHFVPRETDAVIQYRIDDDLIEKRIIRKEVCGRIIAHFKFLASMDIGERRRPQNGSLA 80
NTDB id 96 BSU 24730 NP 390353.1 MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLT 80
consensus ! !!! *! **!!!* !!!!! !!!! !!*!**!*!* !* !! **!! ! !*! !!!!! !!!!!!!*!!!!!!

logo LKSLNEKAEGINVHQLRMSTLPTI
V
F
NEESLVIR I

V
L
MPNQDYCNIPS IVDTKLSLFPKQSTAGAQKTLLSFLKNHSHGLML

M
I
VFTGPTGSGKTTTLYSL IVHQY

NTDB id 1082789 ACK1LH RS14255 WP 029279705.1 LSNEAINVQLRMSTLPTVFEESLVIRILPNDCIPSVTKLSLFPQSAQKLLSFLNHSHGLMVFTGPTGSGKTTTLYSLIHY 160
NTDB id 96 BSU 24730 NP 390353.1 LKLKEGNVHLRMSTLPTINEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQY 160
consensus ! !!*!!!!!!!!* !!!!!!!**!* *!!!* !!!!!! ** !!!!! !!!!***!!!!!!!!!!!!!!!!**!

logo AKKHFNRNS I IVTLEDPVETKRDSESDEVLQVQVNEKAGI
VTYASAVGLKAI LRHDPDI

MI IML
VGE IRDARETAEQIA I

VRAALMTGHLVLSTSTLMH
NTDB id 1082789 ACK1LH RS14255 WP 029279705.1 AKKHFNRSIITLEDPVETKSSEVLQVQVNEKAGITYAVGLKAILRHDPDIIMVGEIRDRETAQIAIRAALTGHLVLSTMH 240
NTDB id 96 BSU 24730 NP 390353.1 AKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLH 240
consensus !!!!!!! !*!!!!!!!!* *!!!!!!!!!!!*!! !!!!!!!!!!!*!**!!!!! !!! !!*!!!*!!!!!!***!

logo TRDAKGAIYRLMLEFDGI
V
N
S
L
M
N
SE I EQTFVI

LA I
V
A
VAQRLVDGLVAKCPFCEGNEGCSPSVQYCKRKQMSRNTVRRALGS IVFYELMLYGKNLQTLQAC IKQEAKRGEN

NTDB id 1082789 ACK1LH RS14255 WP 029279705.1 TRDAKGAIYRMLEFDVSLSEIEQTFLAVVAQRLVGVKCPFCEGECSP.QCKKMRNVRRLGIFEMLYGKNLTLAIKEARGE 319
NTDB id 96 BSU 24730 NP 390353.1 TRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGN 320
consensus !!!!!!!!!!*!!! * * !!!!! *!* !!!!! * !!!!! !!** !* !! !! **!*!!!!!! *! !!*!

logo

H
K
A
V
E
N
C
Y
D
QYAQTLKRDQAI IKRKGIALGYLPTSTNYANLYDHKRWMVYAHEYEKD

NTDB id 1082789 ACK1LH RS14255 WP 029279705.1 KVECDYATLKDAIKKGIALGYLPSYALHKWMYAYED 355
NTDB id 96 BSU 24730 NP 390353.1 HANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
consensus * * ! !!* !*!!!!!!!!** **!*!* !

X non conserved

X similar

X ≥ 50% conserved


