
logo MLAELS IKNFAI I EELTVSFERGLTVLTGETGAGKS I I IDA I SLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC
NTDB id 108239 AACH71 RS00755 WP 014664556.1 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AEQGIDVSDEMIVMRRDI STSGKSVCRVNGKLVTIASLRE IGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKQ
NTDB id 108239 AACH71 RS00755 WP 014664556.1 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALQ 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

A
TYQEGYQRYMVKLLKKLKQLSESEQEMAHRLDL IQFQLEE I ESAKLE I

LNEDEQLQEERQQI SNFEKIYESLQNAYNALRSE
NTDB id 108239 AACH71 RS00755 WP 014664556.1 AYQEGYQRYMKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLEINEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QGSGLDWVGMASAQLEDI SDINEPLKKLMSESVSNSYYLLEDATFQMRNMLDELEFYDPERLNYI ETRLNE IKQLKRKYGATV
NTDB id 108239 AACH71 RS00755 WP 014664556.1 QSGLDWVGMASAQLEDISDINEPLKKLSESVSNSYYLLEDATFQMRNMLDELEYDPERLNYIETRLNEIKQLKRKYGATV 320
NTDB id 352 BSU 24240 NP 390304.2 QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATV 320
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EDI LEYASKI EEE IDQI ENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADE IHRELKSLYMEKSTFDTEFKI
V

NTDB id 108239 AACH71 RS00755 WP 014664556.1 EDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKI 400
NTDB id 352 BSU 24240 NP 390304.2 EDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKV 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo RQTASRNEEAPLVVNGQPVQLTEQGIDLVKFL I STNTGEPLKSLSKVASGGELSRVMLAIKS I FSSQQDVTS I I FDEVDTGV
NTDB id 108239 AACH71 RS00755 WP 014664556.1 RQASRNEEAPVVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV 480
NTDB id 352 BSU 24240 NP 390304.2 RTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV 480
consensus ! !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SGRVAQAIAEKIHKVS IGSQVLC ITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKI
V
A
VE IGRMIAGVEVTDLTKR

NTDB id 108239 AACH71 RS00755 WP 014664556.1 SGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKIVEIGRMIAGVEVTDLTKR 560
NTDB id 352 BSU 24240 NP 390304.2 SGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKR 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!!!!!!!!!!!



logo HAKELLKQADQVKTTG
NTDB id 108239 AACH71 RS00755 WP 014664556.1 HAKELLKQADQVKTTG 576
NTDB id 352 BSU 24240 NP 390304.2 HAKELLKQADQVKTTG 576
consensus !!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


