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NTDB id 108226 AACH71 RS00065 WP 136654233.1 ....MNWLNQHKKAMILAASAAVFTAIM.IFLASGRNKEPVKQA.VPTQTVN..TEVKQEAGKDEPSEAIVIDIKGAVQH 72
NTDB id 105 BSU 25590 NP 390437.1 ....MNWLNQHKKAIILAASAAVFTAIM.IFLATGKNKEPVKQA.VPTETEN..TVVKQEANNDESNETIVIDIKGAVQH 72
NTDB id 595 KW2 RS08725 WP 021037687.1 MEKILDKLKEYWKIMLLVVCALIAGGIFYIFTNSPKPAETLSVENLSSSSTKSSVSKFNSSSSEKNKNEIMVDLKGAVAK 80
consensus ***!****!***!***!*****!* !!*******!***** *** * * * ***** ** * !**!*!!!!**
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NTDB id 108226 AACH71 RS00065 WP 136654233.1 PGVYEMRTGDRVSQAIEKAGGTNEQADEVQVNLAEILQDGTVVYIPKKGEETAVQQ.....GAGGAVQSGGGKGELVNIN 147
NTDB id 105 BSU 25590 NP 390437.1 PGVYEMRTGDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQ.....GGGGSVQSDGGKGALVNIN 147
NTDB id 595 KW2 RS08725 WP 021037687.1 PNVYQISSDERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDSPTGSSVSNQISTTSGPKVNIN 160
consensus !*!!******!****!**!!!***!!!* **!!***!*!**!*!*!!*!!****** !*****!* ***! *!!!!
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VGQPKSKAQEDAI IDAFYRMEKENGDRFKQSTI EDLIGTKVSGFIGDEKTSLFEKLIKDSES ITS IVDK
NTDB id 108226 AACH71 RS00065 WP 136654233.1 TATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSISVK 205
NTDB id 105 BSU 25590 NP 390437.1 TATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
NTDB id 595 KW2 RS08725 WP 021037687.1 KADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISID 218
consensus *!*!*!!!***!*!**!!**!!**!**!!*!**!!!**!!!!*!*!**!!*!**!***
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