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MKHAMSYKAMQNQRKAMVKQRQHQKGFTL I ELMIVVAVI IG I
VLAAAIALYIPSAQYQDNYKTVAIVTKKRVSNAEAGRVI SATGADSVVAGQLSASETNLVI INKTRPAGVLSIKI
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NTDB id 1007 ACIAD RS15000 WP 004923844.1 .....MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYANASLAGLGNAA 75
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATE.GSFPATTAGT..AA 77
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATE.GSFPATTAGT..AA 77
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATE.GSFPATTAGT..AA 77
NTDB id 1082102 ACK2V6 RS12490 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQEN.GIA........AAA 71
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQEN.GIA........AAA 71
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRG.WSVKSGTGTEDATK 74
NTDB id 1197 PSJM300 03940 AFN76866.1 ...MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEG.KTPSLTSTD..... 71
consensus ** *** **!!!!!!!!!!!!*!!*!!!*!*! !!*!* ** ** *** * **** ** * ** *** **
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APDTLPASADGAGLHTSGAIPGDTLI SKTELSFYCTMTFATDKMAGGNAAGDGPSQKSVAFNIVGKDSNSGKGSTKI LICQTFLNATQRTDTAGAQADNKTGEFGLWKTSKCTALSAPSTDTLQAVDPTEASKQIEFYI IKAVPGDK

NTDB id 1007 ACIAD RS15000 WP 004923844.1 SYPVTGTAFYTLNLAVDSDNQGYVLTA.TP.......ISSTM.......QAGNGIICLNQD.GQKFWSKAATA....... 132
NTDB id 1184 GTF74 RS02335 WP 000649326.1 .......GFTRLGTVED.MGDGKIVIAPTASGALGGTIKYTFDAG....VVSSSKIQLARD.ANGLWTCSTTVTSEIAPK 144
NTDB id 1167 A1552VC RS11065 WP 000649326.1 .......GFTRLGTVED.MGDGKIVIAPTASGALGGTIKYTFDAG....VVSSSKIQLARD.ANGLWTCSTTVTSEIAPK 144
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 .......GFTRLGTVED.MGDGKIVIAPTASGALGGTIKYTFDAG....VVSSSKIQLARD.ANGLWTCSTTVTSEIAPK 144
NTDB id 1082102 ACK2V6 RS12490 WP 005479693.1 .......TLAQLGVDVAANDLGAIDSA..LAGG.SPTLTFTFD...ADSSIDGGILTFTRDA.ATGWSCLPTAPAI.AVD 136
NTDB id 1292 VP RS12235 WP 005479693.1 .......TLAQLGVDVAANDLGAIDSA..LAGG.SPTLTFTFD...ADSSIDGGILTFTRDA.ATGWSCLPTAPAI.AVD 136
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .......KEVPLGVAADANKLGTIALKPDPADG.TADITLTFTMGGAGPKNKGKIITLTRTAADGLWKCTSDQDEQFIPK 146
NTDB id 1197 PSJM300 03940 AFN76866.1 ........EGYIGITDS.TSYCDVDLD.TAADG.HI...ECTAKGGNAGKFDGKTITLNR.TADGEWSCASTLDAKYKPG 136
consensus *** * * * ** * ** ** **** * * * * ** * * !** ** **
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NTDB id 1007 ACIAD RS15000 WP 004923844.1 .CSLSSNSTWDGR 144
NTDB id 1184 GTF74 RS02335 WP 000649326.1 GCTAGATIN.... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 GCTAGATIN.... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 GCTAGATIN.... 153
NTDB id 1082102 ACK2V6 RS12490 WP 005479693.1 GCS.......... 139
NTDB id 1292 VP RS12235 WP 005479693.1 GCS.......... 139
NTDB id 1192 PAKAF RS23870 WP 024947914.1 GCSK......... 150
NTDB id 1197 PSJM300 03940 AFN76866.1 KCS.......... 139
consensus *!*
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