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NTDB id 1081846 ACK2IZ RS06215 WP 003535713.1 MINRVVLVGRMTRDPELRRTPQGDAVTSFTLAVNRNFTSRDGQQQADFINCVVWRKPAENVERYCSKGSLVGVEGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
consensus !*!*!*!!!!*!*!**!!*!**!*!!*****!!!! !****!***!!**!!**!!**!!!******!!!!*!!*!!*!!!

logo

N
SYDENETQEQGVQKNRVFYVVTEVI

L
Q
V

C
V
A
E
D
N
T
S
F
V
R
S
Q
L
F
M
L
D
E
S
T
P
K
R
A
N
P
T

A
G
R
T

E
G
R
T

G
K
E
A
Q
R
S

A
G
Q
R

D
P
Q
S

Q
G
D
P
G
Q
ASQG

N
F
YNESGNNQSGNGGSQYFGGGQQMNDQNQSGPYFGQTGQSNPQQNTNDGQRNAFRNPYADQAGMKTNNSVEFTLNQADEKD

NTDB id 1081846 ACK2IZ RS06215 WP 003535713.1 SYDNTQGQKVYVVEVICDSVQFLETRAARERQPQPQ..................QQMQQPYQQPQNNDNFYDMKTVELEK 142
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAA.NNTQAD 152
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG.....GYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQG.NSFNDD 154
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................... 113
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NTDB id 1081846 ACK2IZ RS06215 WP 003535713.1 EFDNSINTYDIMEDDIQF 160
NTDB id 624 LCA RS00040 WP 011373726.1 PFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 PFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 .................. 113
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