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NTDB id 1081842 ACK2IZ RS04925 WP 270372252.1 MAEGKYLEKNDLKAPGVNMGSKEKSKDFKETWLKLLKYCRKYWIVMVMAIISAIFGTILTLIGPDRLSELTDLITNGIMT 80
NTDB id 370 SMU RS04260 WP 002263294.1 ..................MENK.....KKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAG 57
consensus ******************! !***** ! * *!** ! * *!*! ! * *!*!!!!!! !*!! *! !*
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NTDB id 1081842 ACK2IZ RS04925 WP 270372252.1 GIDMTRIGKIGLTLVGFYVTSTFFSLFQGFVMATVTQWVTKNLRRDISRKINRLPISFYNHTSTGDILSRVTNDIDMIGQ 160
NTDB id 370 SMU RS04260 WP 002263294.1 KIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQ 137
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NTDB id 1081842 ACK2IZ RS04925 WP 270372252.1 SLNQSVGTLVSSVTLLAGSLIMMLKTNLIMTFTAVLATVIGFALMLVIMSKSQKYFARQQKHLGEINGYVEEIYTGHTIV 240
NTDB id 370 SMU RS04260 WP 002263294.1 SFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVV 217
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NTDB id 1081842 ACK2IZ RS04925 WP 270372252.1 KAYNGEVKAKEAFTRQNNNLRNSGFKAQCLSGLMMPIMSFIGNFGYVAVCIIGAALAMSGDISFGVIVAFMMYIRYFTQP 320
NTDB id 370 SMU RS04260 WP 002263294.1 SSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQP 297
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NTDB id 1081842 ACK2IZ RS04925 WP 270372252.1 LSQLAQAAQSLQSAAAAGERVFEFLEAQEMADESHKVKRLSKAKGGVEFRHVHFGYDSNKIIINDFSARAEPGQKIAIVG 400
NTDB id 370 SMU RS04260 WP 002263294.1 IAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVG 377
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NTDB id 1081842 ACK2IZ RS04925 WP 270372252.1 PTGAGKTTIINLLMRFYEVDRGEIRIDNIPTKDLRREDVHGQFCMVLQDTWLFEGTVRENLVYNTKNISNQIIEEACKAV 480
NTDB id 370 SMU RS04260 WP 002263294.1 PTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAV 457
consensus !!!!!!!!!*!!!!!!!!!!!! ! !! ** *!* ! *!! !*!!!!!!!!!!!!!*!!!*!! !*!* * !*!!!

logo GLVDHHF IKRTLPKYGYDTVLDNDQSVNTLSQVGQKQLQLTIARALMI
L
A
KDAKPLML I LDEATSSVDTRTEELLQIQKRAMDEHLMEGRTSFVIAHR

NTDB id 1081842 ACK2IZ RS04925 WP 270372252.1 GLDHFIRTLPYGYDTVLNDQVNLSQGQKQQLTIARAMIADKPMLILDEATSSVDTRTELQIQKAMDELMEGRTSFVIAHR 560
NTDB id 370 SMU RS04260 WP 002263294.1 GVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHR 537
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logo LSTIKRNADL I LVMKRDGDNI I EQSGNSHDEDQLLMASERGNGFYADELYNSQFDTEKAEVA
NTDB id 1081842 ACK2IZ RS04925 WP 270372252.1 LSTIKNADLILVMKDGDIIESGNHEDLLSRGGFYAELYNSQFDKAV. 606
NTDB id 370 SMU RS04260 WP 002263294.1 LSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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