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NTDB id 1081775 ACK2I0 RS11195 WP 028528126.1 MSETHERPQRPGRMHGPGRGMVPGEKAQDFKGTIRKLLAYMGRYKFALIGVFIFAVGGTAFNIVGPKILGKATTEIFNGL 80
NTDB id 370 SMU RS04260 WP 002263294.1 .........................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGL 55
consensus ************************* * ! * * *!* !! !! * * **!! ! ! * !!
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NTDB id 1081775 ACK2I0 RS11195 WP 028528126.1 VGKISGSGGIDFEKIGRILLILIALYLISALLTFIQGFIMTGISQKLCYRFREEISQKINRMPMKYFESRTVGEVLSRIT 160
NTDB id 370 SMU RS04260 WP 002263294.1 AG......KIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVT 129
consensus !****** !! *!!! ! ! ! !! !!*** !!** * !! * ! ! ! !!!**!*!!!*!** !* !!!*!
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NTDB id 1081775 ACK2I0 RS11195 WP 028528126.1 NDVDTLGQSLNQSVTQLITSVTMIIGILIMMLSISPLMTVIALVILPVSLGLIAVVVKFSQKYFVAQQKYLGKINGQVEE 240
NTDB id 370 SMU RS04260 WP 002263294.1 NDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEE 209
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NTDB id 1081775 ACK2I0 RS11195 WP 028528126.1 VYSGHTIVQAFNKEDEMEHEFDETNDVLFQSAWKSQFLSGMMQPIMNFVGNLGYVAVAVVGAFLTVKNMIEVGDIQSFIQ 320
NTDB id 370 SMU RS04260 WP 002263294.1 VYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMT 289
consensus !!!!! *! *! * !* !! !! ! !!!!! !!*! !*!*!*!! !!! !**!!! * * ! *! ! !*
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NTDB id 1081775 ACK2I0 RS11195 WP 028528126.1 YVRSFTQPITQVAQVSNMLQSTAAAAERVFEFLSEEEEDQTVEHPVHLERVKGEVDFNHVRFGYQPDKVIIHDFSCHVEP 400
NTDB id 370 SMU RS04260 WP 002263294.1 YVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKA 369
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NTDB id 1081775 ACK2I0 RS11195 WP 028528126.1 GQTVAIVGPTGAGKTTMVKLLMRFYDVNKGNISVDGHDLRSFNRSELRESFGMVLQDTWLFKGTIMENIRYGRLDATDDE 480
NTDB id 370 SMU RS04260 WP 002263294.1 GQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQ 449
consensus !! *!!!!!!!!!!!!*! !!!!!!*! *! !!*!!* ** ! !*** !*!!!!!!!!! !!* !!* ! * !!*

logo VIAAAKAAVGHAVHHF IKQTLPGKGYDQMTEVLDNEDASSVNTLVSQVGQKQLLTIARAI
LLAKDANPLVLMI LDEATSSVDTRTEAELR IQKRAMDNHNLMEKG

NTDB id 1081775 ACK2I0 RS11195 WP 028528126.1 VIAAAKAAHAHHFIQTLPGGYQMELNEDASNVSQGQKQLLTIARAILADNPVMILDEATSSVDTRTEARIQKAMNNLMKG 560
NTDB id 370 SMU RS04260 WP 002263294.1 VIAAAKAVGVHHFIKTLPKGYDTVLD.DSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEG 528
consensus !!!!!!! * !!!! !!! !! ! *! *! !!!!!!!!!!!*! ! !**!!!!!!!!!!!!!! !!*!! *!! !



logo RTSFVIAHRLSTIKRDNADLVI LVMKRDGDNI I EQGDSHDEQTLLMAEKNGFYADKLYNSQFETAEEVTVA
NTDB id 1081775 ACK2I0 RS11195 WP 028528126.1 RTSFVIAHRLSTIKDADVILVMKDGDIIEQGDHETLLAKNGFYAKLYNSQFEAVTA 616
NTDB id 370 SMU RS04260 WP 002263294.1 RTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!!!!!!!!!!!!* !!*!!!!*!! !!!!! !* !*! !!!!! !!!!!! !
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