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NTDB id 108 BSU 35470 NP 391427.1 ISINR YR[® GQDQRYFSFYHSSGK

NTDB id 615 LCA RS02545 WP 011374200.1 FLEVIHRR VGl Q VP . PH - - -

NTDB id 593 KW2 RS05130 WP 021037147.1

NTDB id 1081696 ACK2I7 RS01380 WP 021001373.1

NTDB id 277 KZH43 RS10090 WP 000867601.1 MKVN DYLGRLFTENELTEEE| RQLAEKLPAMRKEKGKLFCQRCNSTILR

NTDB id 236 SPD RS10765 WP 000867601.1 MKVN DYLGRLFTENELTEEE| RQLAEKLPAMRKEKGKLFCQRCNSTILR

NTDB id 202 SPR RS10250 WP 000867601.1 MKVN DYLGRLFTENELTEEE RQLAEKLPAMRKEKGKLFCQRCNSTILR

NTDB id 167 SP RS11275 WP 000867616.1 MKVN DYLGRLFTENELTEEE| RQLAEKLPAMRKEKGKLFCQRCNSTILR

NTDB id 507 SM12261 RS09240 WP 000867722.1 RQLAEKLPAMRKEKGKLFCQRCNSTILR

NTDB id 535 SMSK321 RS10515 WP 000867726.1 MKVN)¥ YLGRLFTENELTISEE RQLAEKLPAMRKEKGKLFCQRC SEILRE
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NTDB id 108 BSU 35470 NP 391427.1 PG

NTDB id 615 LCA RS02545 WP 011374200.1

NTDB id 593 KW2 RS05130 WP 021037147.1

NTDB id 1081696 ACK2I7 RS01380 WP 021001373.1 [eFNAE&):ISGRET, GIARNINEDIRAANANNIIIAN . . Q

NTDB id 277 KZH43 RS10090 WP 000867601.1 GAYYCRECLLMKRVRSDQ LYYFPQEDFPKQDEMRVLKWRGQLTPFQEKVSEGLLQAVDKQKP

NTDB id 236 SPD RS10765 WP 000867601.1 GAYYCRECLLMKRVRSDQ LYYFPQEDFPKQDEMVLKWRGQLTPFQEKVSEGLLQAVDKQKP

NTDB id 202 SPR RS10250 WP 000867601.1 GAYYCRECLLMKRVRSDQ LYYFPQEDFPKQDEMMVLKWRGQLTPFQEKVSEGLLQAVDKQKP

NTDB id 167 SP RS11275 WP 000867616.1 GAYYCRECLLMKRVRSDQ LYYFPQEDFPKQDEMVLKWRGQLTPFQEKVSEGLLQVDKQKP

NTDB id 507 SM12261 RS09240 WP 000867722.1 GYYCRECLLMKRVRSDQ LYYFPQEDFPKQDS

NTDB id 535 SMSK321 RS10515 WP 000867726.1 GAYYCRECLLMKRVRSDQULYYFPQEDFEK QD
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NTDB id 108 BSU 35470 NP 391427.1

NTDB id 615 LCA RS02545 WP 011374200.1

NTDB id 593 KW2 RS05130 WP 021037147.1 e BIYFR PLVVNIT HQLL F AFDLLI DEVDAFP

NTDB id 1081696 ACK2I7 RS01380 WP 021001373.1 SEYR PLV ATTHQLLKFYEAFDLLIVDEVDAFP

NTDB id 277 KZH43 RS10090 WP 000867601.1 NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP

NTDB id 236 SPD RS10765 WP 000867601.1 NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP

NTDB id 202 SPR RS10250 WP 000867601.1 NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP

NTDB id 167 SP RS11275 WP 000867616.1 . NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP

NTDB id 507 SM12261 RS09240 WP 000867722.1 VAKVINAGGAVCLASPRIDVCLELYKRLQIYD FEACIDN NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP

NTDB id 535 SMSK321 RS10515 WP 000867726.1 VAKVINAGGAVCLASPRIDVCLELYKRLQWDFIACIHNT LLMGENSEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFP
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KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1
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SP RS11275 WP 000867616.1
SM12261 RS09240 WP 000867722.1
SMSK321 RS10515 WP 000867726.1

BSU 35470 NP 391427.1
LCA RS02545 WP 011374200.1
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KZH43 RS10090 WP 000867601.1
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Rﬁ Q TTILERGVTE|QYVE
FIEQRKTG PLLIFYY EIM3G - gAISYL QEIMFPIMEK FV  SITIEIRIGEIV AFRKK ILT T ILERGVTFEE D

Q I KQRKTG PLLIFASEI KG LAEILQEWFPNEK GFV SITE RLEMV [FRMYE TIL

SYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD

SYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD

SYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD

SYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD

SYIEKQRKTGYPLLIFASEIKKGEQLWMEILQJY FPRIEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD
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X non conserved
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> 507 conserved
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