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NTDB id 1081694 ACK2I7 RS01270 WP 021001359.1 .....VSSKPTPKPKAKKKRRLRTRYK.VLLSAVVLVIVALVALVYLSPSNVKIPDVTGKTIAQARSAIETAGLKVGKEK 392
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NTDB id 182 SPR RS07820 WP 000614552.1 KNPSQAVTEETYQPQAPKKHRFKMRYL.ILLASLVLVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEK 398
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