
logo

MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG
NTDB id 1081656 ACK2JB RS07865 WP 016475229.1 ................................................................................ 0
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus ********************************************************************************

logo

EAAERVESAKEAVAETVGEAVGQVQEAVAM
T
A
T
E
L
E
G
H
S
K
S
E
LGWAFASRLKNQGLASKRSTRDVKMAKNS ILAVGLVFGSGGQVI

V
D
GEDFLLYEELEFTAVL I ST

NTDB id 1081656 ACK2JB RS07865 WP 016475229.1 .............................MALGSSEGWFSRLKNGLSRTRV....NIVGLFSGGVVDEDFLEELEFALIS 47
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NTDB id 1081656 ACK2JB RS07865 WP 016475229.1 ADVGVETTTHILERLRSDIKLQGLKTQEEVKLALRDELVTILKPAEGVLNV.DQAKPCVIMMCGVNGAGKTTSIGKLAKR 126
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 1081656 ACK2JB RS07865 WP 016475229.1 FADNGKSVLLAAGDTFRAAAREQLAVWGERNRVEVIAQTGGDPAAVVFDAVNAGRARSMDVVIADTAGRLPTQTNLMEEL 206
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 1081656 ACK2JB RS07865 WP 016475229.1 SRIRRAQEKALEGAPHEVILVVDGTNGQNALAQVAAFDTYAHLTGLIVTKLDGTAKGGVLAAITAARGERRLPIYYIGVG 286
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALA...SDRPVPVRYIGVG 397
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NTDB id 1081656 ACK2JB RS07865 WP 016475229.1 EKLEDLQPFSAEEFANALVGLDAK 310
NTDB id 1118 NGFG RS11455 WP 003696286.1 EGIDDLRPFDARAFVDALLD.... 417
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