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NTDB id 1081630 ACK2JJ RS15500 WP 005424925.1 MSGQRRRGPMGGHGPGMRPTEKAKDFKGSMGKLFRYMSRYKLRFVMVFIFAVAGTVFNIAGPKILGKATTELFNGLVAKV 80
NTDB id 370 SMU RS04260 WP 002263294.1 .....................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLA... 56
consensus ********************* ! * * *!* !! ! * !! * * * !! ! ! * !! ***

logo

NGTGGKIDNFLDGKIGEMIALLTWLTALGLLYFLAGSACLFVSFYI
T
A
Q
G
S
F
WIMVSTGTI

L
I
S
N
Q
D
K
F
V
S
T
Q
Y
N
RLRKNADIASDKKINKLVPLKNYFDESHRSTNQGDE I

TLSRVTNDVD
NTDB id 1081630 ACK2JJ RS15500 WP 005424925.1 NGTGGINFGKIGMILLWTLGLYLASACFSFIQGWIMTGISNDVTYNLRKDISKKINKLPLNYFESRTNGEILSRVTNDVD 160
NTDB id 370 SMU RS04260 WP 002263294.1 ...GKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVD 133
consensus ***! ! !!! ! ! !! ! !* !* *!** * * * !! ! !!!!*!! !!*!***!* !!!!!!!!!
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NTDB id 1081630 ACK2JJ RS15500 WP 005424925.1 TLQMSLNQSLTQLITSVTTLIGVFIMMLSINVWMTLAALLILPVSMFIIQTVMKHSQKYFQAQQNYLGAVNGQIEENFGG 240
NTDB id 370 SMU RS04260 WP 002263294.1 LMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSG 213
consensus * ! !!!! ** * !!! !!* ! * !*! ** * *! *!!* ! !! !* ! ! *!! * !
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NTDB id 1081630 ACK2JJ RS15500 WP 005424925.1 HDVVRVFNKENDVLEEFEKDNKKLYESAWKSQFFSGMMMPIMQFVGNLGYVMVALLGGVFVIKGSIEVGDIQSFFQYIRN 320
NTDB id 370 SMU RS04260 WP 002263294.1 HNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRI 293
consensus ! !! *! * !! ! !* ! !!!!!!!!*!!!*!!!*!! !!!!!***!* ! ! ! *! ! ! !*!
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NTDB id 1081630 ACK2JJ RS15500 WP 005424925.1 FTQPIQQIAQVTNLLQSSAAASERVFEFLDEEEEVQQPENPDSIEGLNGNVQFEHVEFGYNPDKIIVHDFSADVHDGQKV 400
NTDB id 370 SMU RS04260 WP 002263294.1 FTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKI 373
consensus !!!!! !!!! !!! !! !!!!!!!!!! ** * *! * !!!*!**! !!! !!! !*!!!!!* * !!!*
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NTDB id 1081630 ACK2JJ RS15500 WP 005424925.1 AIVGPTGAGKTTMVKLLMRFYDVNKGAIKVDGHDVRNFNRSELHEMFGMVLQDTWLFSGTIMENIRYGRLDATDEEVIAA 480
NTDB id 370 SMU RS04260 WP 002263294.1 AIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAA 453
consensus !!!!!!!!!!!!*! !!!!!!*! *! ! *!!* ** ! !*!* !*!!!!!!!!! !!* !!* ! * !!! !!!!
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NTDB id 1081630 ACK2JJ RS15500 WP 005424925.1 AKAAHIHNFIMQQPGGYQMVLDEETSNISQGQKQLLTIARAILADNKILILDEATSSVDTRTEMQIQKAMDNLMKGRTSF 560
NTDB id 370 SMU RS04260 WP 002263294.1 AKAVGVHHFIKTLPKGYDTVLDDS.VTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSF 532
consensus !!! **!*!! ! !! !!!* * *! !!!!!!!!!!!*! ! **!!!!!!!!!!!!!!! !!*!!!*!! !!!!!



logo VIAHRLSTIKRDNADL I LVMKRDGDNI I EQGNSHDKEQLLMAAENGFYADLYNSQFDTEKEVA
NTDB id 1081630 ACK2JJ RS15500 WP 005424925.1 VIAHRLSTIKDADLILVMKDGDIIEQGNHKELLAANGFYADLYNSQFDK... 609
NTDB id 370 SMU RS04260 WP 002263294.1 VIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!!!!!!!!* !!!!!!!*!! !!!!! ! !*! !!!!!!!!!!!! ***
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