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NTDB id 1081598 ACK2JE RS02100 WP 013382599.1 MIKILKNLTTKEWGLVAIVLVLIVFQVWIDLTLPEFMGKITELVQTPGSGMQAILFAGIRMLLLTLASVAVSVVITGLAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
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NTDB id 1081598 ACK2JE RS02100 WP 013382599.1 RIAANLSSRLRAGLFNKVQSFTMQEINNFSISSLITRTTNDITQVQMLMVIGLQILIKSPILALWAIVKIMGKSWQWSAA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
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NTDB id 1081598 ACK2JE RS02100 WP 013382599.1 TGIAVAILIIVSSIIISLAIPKFKLLQKQTDDLSRVSRENLTGLRVVRAYNAEQYQEDKFEKANSAFTHTNLFSNRLMAA 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
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NTDB id 1081598 ACK2JE RS02100 WP 013382599.1 LMPSVELIMNGLTLSVYWIGAALIA............SSAVSERVPLFSDMMVFSSYAIQLLMAFMLLGVVLILIPGASV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
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NTDB id 1081598 ACK2JE RS02100 WP 013382599.1 SADRICEVLDTNPAIQDGIISHTRTATPGEVEFKNVSFKYPNAEDYVLQNISFRASKGETIAFIGSTGCGKSTVINLIPR 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus !! !!*!!! !* ** !* ! *!!!!!* !!!*!* !* **!! ! !!!*!!!!!!!*!!!!**!!!!!

logo FYDAVTEGGWI
V
K
Y
I
VDGIKNVKQDFYSTHQADADLNRNKI

VGYI
V
P
SQKRAI

VLFKSGDTIRSSNI
V
A
SFGQSNSDGNQAGGPLVDSDHAEAKI

V
T
W
E
SAI

L
E
S
L
TAQASKTDNFVEAEKMEDKGS

NTDB id 1081598 ACK2JE RS02100 WP 013382599.1 FYDVTEGGVYVDGINVKDFTQAALRNKIGYVSQKAILFKGDISSNVSFGSNGNGGVSHEAVTSAISTAQSTDFVEAMEDS 468
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
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NTDB id 1081598 ACK2JE RS02100 WP 013382599.1 YQSYVAPGGTNLSGGQKQRLSIARAIARKPEILIFDDSFSALDYKTDKLLRGELRHHATDATIIIVAQRIGTIKDADKII 548
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
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