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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 108157 AACH41 RS01420 WP 338656259.1 .MANTYRCLVVDDETDIRELVVLTLERMGIQAESASTVTDAKHMLQSFSYDLCLTDMRLPDGLGLELVQHINAQFPGLPV 79
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 108157 AACH41 RS01420 WP 338656259.1 AVITAYGSAENAVSALKAGAYDYITKPISLKQLRPLVESALKLSSQK...ESQGANTVDLIGASPAMGYVRTMIAKLARS 156
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE...AEEAPVDNRLLGESPPMRALRNQIGKLARS 155
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 108157 AACH41 RS01420 WP 338656259.1 QAPVYISGESGSGKELAARLIHQNSARKDQSFVAVNCGAIPENLMESEFFGYKKGAFTGAVQDTQGLFQAASGGTLFLDE 236
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
consensus !!!!***!!!!*!!!**!*!*! ** ! * *!***!!!!!!**!!!!!*!!*!!!*!!!!**!*!!!***!*!!*!!!!!

logo

I
VAEDLPMLSAMQVKLLRAVIQEKAKI

VRAPVVGGSDQTI
QEEIVDAVDFVRVI LICSASTHQKNDLADNLAELMMVEGRAKQGEKRFRQDLFYFYR I

L
H
NVMIDEQL IKRLMVPAPLRERGPREDVI LPEL

NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 108157 AACH41 RS01420 WP 338656259.1 VADLPLAMQVKLLRAIQEKKVRVVGSTIEEAVDVRIISATHKNLNAMMEKGEFRQDLYYRLNVIQLKMPALRERPEDIPE 316
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANIS......... 391
NTDB id 108157 AACH41 RS01420 WP 338656259.1 LTERLLTKLCQTQGIDIPVIADDAKVFIQQLPFHGNVRELENMLERALALCDGQTITVEDLSLEDMPAQLSDRPVLPWKA 396
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQEG....... 388
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 .......NPFASAAQSIQTTVAAPQ...AVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLK 461
NTDB id 108157 AACH41 RS01420 WP 338656259.1 PVLERANEPVAKAAEVVPPASAAPATAPGTMLPMDVSLSDYLEDIEKRTILQALEKTNNNKTAAAKLLGISFRTLRYRLS 476
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ............................AASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLK 440
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 KFGLDTETEQEV........ 473
NTDB id 108157 AACH41 RS01420 WP 338656259.1 KLGLSKEQDADLEDADGDEE 496
NTDB id 1473 PAKAF RS24000 WP 003094694.1 KLGID............... 445
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