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NTDB id 1081542 ACK2JA RS05690 WP 156342395.1 MSSGRPRGHGGHMSAEKAKDFKTAMKRLLNYMKRYRLQLVVMMVFAVGSTIFNIVGPKVLGKATTELYEGLVSKISGGAG 80
NTDB id 370 SMU RS04260 WP 002263294.1 ................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAG......K 58
consensus **************** !* * * *!*! !* * **! * !* **!! ! ! * !! ******
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NTDB id 1081542 ACK2JA RS05690 WP 156342395.1 IDFGKIGEILLFALGLYLISSAFSFIQGFIMTGISNQVTYNLRKDISVKINKIPLKYFESRTHGEILSRITNDIDTLQTS 160
NTDB id 370 SMU RS04260 WP 002263294.1 IDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQS 138
consensus !! !!!!! ! !! !* !!** * * * !! ! !!!!*!!!!!*!***!* !!!*!!!*! * !
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NTDB id 1081542 ACK2JA RS05690 WP 156342395.1 INQSFTQLITSVTMLIGVLIMMLSINVYMTVAAILILPISMMIIGKVMKHSQKYFQQQQKYLGEVNGQVEEIYSGHNVVK 240
NTDB id 370 SMU RS04260 WP 002263294.1 FNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVS 218
consensus !!! ** * *!!! * !!* ! * !!! ** ** *! *!!* ! !! !**! ! !!!*!!!!!!!
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NTDB id 1081542 ACK2JA RS05690 WP 156342395.1 AFNKEEDVIREFEKTNEKLYTTGWRSQFFSGMMMPIMQFVGNVGYVMVALLGGFLVIKEKVMVGDIQAFFQYIRNFTQPI 320
NTDB id 370 SMU RS04260 WP 002263294.1 SYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPI 298
consensus *! * !! !* !* * !*!!!!!!*!!!*!!!*!! !!!!!***!* * ! * *! ! !! !*! !!!!!
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NTDB id 1081542 ACK2JA RS05690 WP 156342395.1 QQIAQVTNMLQSSAAAAERVFEFLDEEEEDQTVENPVDITTIEGNVEARHVAFGYQPEHLIIHDFSGDVKAGQKVAIVGP 400
NTDB id 370 SMU RS04260 WP 002263294.1 AQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGP 378
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NTDB id 1081542 ACK2JA RS05690 WP 156342395.1 TGAGKTTMIKLLMRFYDVNSGEILIDGHNIKDFNRIQLRELFGMVLQETWLFHGTIMENIRYGRLDATDEEVIAAAKAAH 480
NTDB id 370 SMU RS04260 WP 002263294.1 TGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVG 458
consensus !!!!!!!** !!!!!!*! ! ! !!!*!!*! ! *** !*!!!!*!!!!*!!* !!* ! * !!! !!!!!!! *
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NTDB id 1081542 ACK2JA RS05690 WP 156342395.1 AHHFIMSQPGGYQMVLNEETSNISQGQKQLLTIARAILADNKILILDEATSSVDTRTEERIQAAMDNLMKGRTSFVIAHR 560
NTDB id 370 SMU RS04260 WP 002263294.1 VHHFIKTLPKGYDTVLDDS.VTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHR 537
consensus !!!! * ! !! !! * * *! !!!!!!!!!!!*! ! **!!!!!!!!!!!!!!!! !! !!!*!! !!!!!!!!!!
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NTDB id 1081542 ACK2JA RS05690 WP 156342395.1 LSTIRDADLILVMKDGDIIEQGTHQSLLAANGFYANLYNSQFEKAESI 608
NTDB id 370 SMU RS04260 WP 002263294.1 LSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA. 584
consensus !!!!! !!!!!!!*!! !!!!!*! !*! !!!!! !!!!!! *
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