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LLAPSLFLTSSTLSAFAKDYTQYKPSEEDFAKYFTTKQSNCSQVLDKFYYLINCYDYSNYLKGTKAVAYRKLEVADNLKGEQIKKRPRF

NTDB id 1081508 CLC19245 RS04250 WP 257395552.1 MLKKIFLLALFTSLSFAKYTQYKPSEDFAKYFTTQNCSQVLDKFYYINCYDYNYKGTKAVAYKLEADNLKGEQIKKRPRF 80
NTDB id 1225 CJE RS07175 WP 011049930.1 .MKKLIILSLLSTLAFADYTQYKPSEDFAKYFTKQNCSQVLDKFYYINCYDYSLKGTKAVAYRLEADNLKGEQIKKRPRF 79
NTDB id 1224 CJE RS02830 WP 011049704.1 .MKKLILLPLLSTLAFADYTQYKPSEEFAKYFTKQSCSQVLDKFYYLNCYDYNLKGTKAVAYKLEVDNLKGEQIKKRPRF 79
consensus *!!***! !***!*!!*!!!!!!!!*!!!!!!*!*!!!!!!!!!!*!!!!!**!!!!!!!!*!!*!!!!!!!!!!!!!!

logo EDDTNIPKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQVINQKRVWNKI EKRERQI
VASLKLGES ILEV

NTDB id 1081508 CLC19245 RS04250 WP 257395552.1 EDDTNIPKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQVNQKVWNKIEKRERQIALKLGEIEV 160
NTDB id 1225 CJE RS07175 WP 011049930.1 EDDTNIPKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVALKLGSLEV 159
NTDB id 1224 CJE RS02830 WP 011049704.1 EDDTNIPKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVASKLGSLEV 159
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!*!*!!!**!!

logo LNLVNYDSNNPQRIRKNNQIA IPNSSYTIKI ILKGDENNFKECYKQVPNYHDEKVEDNSENI
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NTDB id 1081508 CLC19245 RS04250 WP 257395552.1 LNLVNYDSNPQRIKNQIAIPNSYIKIIKGNNFKECYKVPNYKVESENVKLYKIQCNFL 218
NTDB id 1225 CJE RS07175 WP 011049930.1 LNLVNYDNNPQRIKNNIAIPSSYTKILKGDNFKECYQVPNHDVENENLRIYKVKCDNF 217
NTDB id 1224 CJE RS02830 WP 011049704.1 LNLVNYDNNPQRIRNQIAIPSSYIKILKGENFKECYQVPNHEVEDENIRKYKIDCDKI 217
consensus !!!!!!!*!!!!!*!*!!!!*!!*!!*!!*!!!!!!*!!!**!! !!***!!* !* *
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