
logo MKNI F IHNLPTWLGDATVMASAPAI
LYATIKEHKFYKPDQAKQF ITFLYGSFVSTAELFKEHFEPNASKQI ILAI ENKKLQSRYKQAI LKSALRKENFLGKFIDLASFAS

NTDB id 1081483 CLC19222 RS06020 WP 257404333.1 MNIFINLPTWLGDAVMASAAIYAIKEKYPQAKFTFYGSFVSTELFKHFENAQILAENKKQRYKQILKARKNFGKFDLAFS 80
NTDB id 1241 Cj1148 YP 002344539.1 MKIFIHLPTWLGDTVMASPALYTIKEHFKDAQFILYGSFVSTALFKEFPNSKIIIENKLSRYKQALSLRKELGKIDLSFA 80
consensus ! !!!*!!!!!!! !!!!*!*! !!!*** ! ! !!!!!!! !!!*!*! !* !!! !!!! ! !! !! !! !

logo FRSAFSSKI I LHNI
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YKEEHQVLKYLNYF I EKNASLNSFIKAHTFSKNDSLKLPFIKALKFQNPL I LKRNSGTKQKI

LLG I
LNAPGA

NTDB id 1081483 CLC19222 RS06020 WP 257404333.1 FRSAFSSKIILNLIKAKKRFYFDKNILKEEHQVLKYLNFIEKALNFKATSNSLKLPIKA........KSTQKLLGINAGA 152
NTDB id 1241 Cj1148 YP 002344539.1 FRSAFSSKIILHILKTKQRYFFDKNKYKEEHQVLKYLYFIENSLSIKAHFKDLKLPFKLKFQNPLILRNGKKILGLNPGA 160
consensus !!!!!!!!!!!***! ! !**!!!! !!!!!!!!!! !!! ! !!* !!!! ! ********* !*!!*!*!!

logo

H
SFGSAKRWDEASYFAKRVAKLENFSFQSTHDKI L I FGAVEGKASEQRE I

LCDNE I EYHQI
YLKLEKEQGNIKAVKNLCGNKTSTIKYTLCKQNIASFMCLDLFL ITNDS

NTDB id 1081483 CLC19222 RS06020 WP 257404333.1 HFGSAKRWEASYFARVAKEFSFTHKILIFGVE.SEREICDEIEHYLLKEGIKAKNLCGKTSIYTLCKNISMLDLLITNDS 231
NTDB id 1241 Cj1148 YP 002344539.1 SFGSAKRWDASYFAKVALNFSQSHDILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFITNDS 240
consensus *!!!!!!!*!!!!!*!! !! *! !!!!! * ! !*! !! * ! !! !!!! !!*! !!! !! *!! !!!!!

logo GPMHI
L
G
SAVYGKVKTVAI FGPSTKFSTQTSPWQKNENAKI

L
A
VHLDNLACMPCMQKTVCPLKHHKCMKQDLKPEKVVI ENLQAKNTFLFLKNSHL

NTDB id 1081483 CLC19222 RS06020 WP 257404333.1 GPMHIGAVYGVKTVAIFGSTKFSQTSPWQK.NAKIAHLNLACMPCMQKVCPLKHHKCMQDLKPEVVINLAKTFF..... 304
NTDB id 1241 Cj1148 YP 002344539.1 GPMHLSAVYKVKTVAIFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVIEQAKNLLKNSHL 319
consensus !!!!* !!! !!!!!!!!*!!!*!!!!!! *!!!* !! !!!!!!!!! !!!!!!!!! !!!!! !! !! *****
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