
logo MKNI F IHNLPTWLGDATVMASAPAI
LYATIKEHKFYKPDQAKQF ITFLYGSFVSTAELFKEHFEPNASKQI IL IVENKKLQSRYKRQAI LQSALRKENLGKFIDLASFAS

NTDB id 1081432 CLC19175 RS06475 WP 257402287.1 MNIFINLPTWLGDAVMASAAIYAIKEKYPQAKFTFYGSFVSTELFKHFENAQILVENKKQRYRQILQARKNLGKFDLAFS 80
NTDB id 1241 Cj1148 YP 002344539.1 MKIFIHLPTWLGDTVMASPALYTIKEHFKDAQFILYGSFVSTALFKEFPNSKIIIENKLSRYKQALSLRKELGKIDLSFA 80
consensus ! !!!*!!!!!!! !!!!*!*! !!!*** ! ! !!!!!!! !!!*!*! !**!!! !!*! ! !! !!! !! !

logo FRSAFSSKI I LHNI
L
I
LKATKKQRFYFYFDKNI

K
L
YKEEHQVLKYLNYF I EKNASLNSFIKAHTFSKNADLKLPFIKALKFQNPL I LKRNSGTKQKI LG I

LNAPGA
NTDB id 1081432 CLC19175 RS06475 WP 257402287.1 FRSAFSSKIILNLIKAKKRFYFDKNILKEEHQVLKYLNFIEKALNFKATSNALKLPIKA........KSTQKILGINAGA 152
NTDB id 1241 Cj1148 YP 002344539.1 FRSAFSSKIILHILKTKQRYFFDKNKYKEEHQVLKYLYFIENSLSIKAHFKDLKLPFKLKFQNPLILRNGKKILGLNPGA 160
consensus !!!!!!!!!!!***! ! !**!!!! !!!!!!!!!! !!! ! !!* !!!! ! ********* !!!!*!*!!

logo

H
SFGSAKRWDEASYFAKRVAKLENFSQSSTHDQI L I FGAVEGKASEQRE I

LCDNE I EYQFI LKLEKEQGNIKAVKNLCGNKTSTIKYTLCKQNIASFMCLDLFL ITNDS
NTDB id 1081432 CLC19175 RS06475 WP 257402287.1 HFGSAKRWEASYFARVAKEFSSTHQILIFGVE.SEREICDEIEQFLLKEGIKAKNLCGKTSIYTLCKNISMLDLLITNDS 231
NTDB id 1241 Cj1148 YP 002344539.1 SFGSAKRWDASYFAKVALNFSQSHDILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFITNDS 240
consensus *!!!!!!!*!!!!!*!! !! *! !!!!! * ! !*! !! ! ! !! !!!! !!*! !!! !! *!! !!!!!

logo GPMHI
L
G
SAVYGKVKTVAI FGPSTKFSTQTSPWQKNENAVKI

L
A
VHLDNLACMPCMQKTVCPLKHHKCMKDLKPEKVVI ENLQATKNTFLFLKNSHL

NTDB id 1081432 CLC19175 RS06475 WP 257402287.1 GPMHIGAVYGVKTVAIFGSTKFSQTSPWQK.NVKIAHLNLACMPCMQKVCPLKHHKCMKDLKPEVVINLTKTFF..... 304
NTDB id 1241 Cj1148 YP 002344539.1 GPMHLSAVYKVKTVAIFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVIEQAKNLLKNSHL 319
consensus !!!!* !!! !!!!!!!!*!!!*!!!!!! *! !* !! !!!!!!!!! !!!!!!!!!!!!!!! !! ! *****
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