
logo MKNI F IHNLPTWLGDATVMASAPAI
LYATIKEHKFYKPDQAKQF ITFLYGSFVSTAELFKERFEPNASKQI

V
I
L
I
VENKKLQSRYKRQAI LQSALRKENLGKFIDLASFAS

NTDB id 1081203 UPTC5100 RS06245 WP 410689891.1 MNIFINLPTWLGDAVMASAAIYAIKEKYPQAKFTFYGSFVSTELFKRFENAQVLVENKKQRYRQILQARKNLGKFDLAFS 80
NTDB id 1241 Cj1148 YP 002344539.1 MKIFIHLPTWLGDTVMASPALYTIKEHFKDAQFILYGSFVSTALFKEFPNSKIIIENKLSRYKQALSLRKELGKIDLSFA 80
consensus ! !!!*!!!!!!! !!!!*!*! !!!*** ! ! !!!!!!! !!! !*! ***!!! !!*! ! !! !!! !! !

logo FRSAFSSKI I LHNI
L
I
LKATKKQRFYFYFDKNI

K
L
YKEEHQVLKYLNYF I EKNASLNSFIKAHTFSKNDSLKLPFIKALKFQNPL I LKRNSGTKQKI LG I

LNPGA
NTDB id 1081203 UPTC5100 RS06245 WP 410689891.1 FRSAFSSKIILNLIKAKKRFYFDKNILKEEHQVLKYLNFIEKALNFKATSNSLKLPIKA........KSTQKILGINPGA 152
NTDB id 1241 Cj1148 YP 002344539.1 FRSAFSSKIILHILKTKQRYFFDKNKYKEEHQVLKYLYFIENSLSIKAHFKDLKLPFKLKFQNPLILRNGKKILGLNPGA 160
consensus !!!!!!!!!!!***! ! !**!!!! !!!!!!!!!! !!! ! !!* !!!! ! ********* !!!!*!!!!

logo

H
SFGSAKRWDEASYFAKRVAKLENFSQSSTHDQI L I FGAVEGKASEQRE I

LCDNE I EYQRFI LKLEKEQDNIKAVKNLCGNKTSTIKYTLCKQNIASFMCLDLFL ITNDS
NTDB id 1081203 UPTC5100 RS06245 WP 410689891.1 HFGSAKRWEASYFARVAKEFSSTHQILIFGVE.SEREICDEIERFLLKEDIKAKNLCGKTSIYTLCKNISMLDLLITNDS 231
NTDB id 1241 Cj1148 YP 002344539.1 SFGSAKRWDASYFAKVALNFSQSHDILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFITNDS 240
consensus *!!!!!!!*!!!!!*!! !! *! !!!!! * ! !*! !! ! !! !!!! !!*! !!! !! *!! !!!!!

logo GPMHI
L
G
SAAVYGKVKTVAI

VFGPSTKFSTQTSPWQENENSAKI
L
A
VHLDLACMPCMQKTVCPLKHHKCMKDLKSPDEKVVI ENLQAKNFLLSGKNVSHL

NTDB id 1081203 UPTC5100 RS06245 WP 410689891.1 GPMHIGAAYGVKTVAVFGSTKFSQTSPWQE.SAKIAHLDLACMPCMQKVCPLKHHKCMKDLSPDVVINLAKNFSGV... 306
NTDB id 1241 Cj1148 YP 002344539.1 GPMHLSAVYKVKTVAIFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVIEQAKNLLKNSHL 319
consensus !!!!* ! ! !!!!!*!!*!!!*!!!!!! * !!* !!!!!!!!!!!! !!!!!!!!!!!! !* !! !!! ***

X non conserved

X similar

X ≥ 50% conserved


