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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPG.KKITINMAPADLRKEGS 77
NTDB id 108109 AACH87 RS01545 WP 338796957.1 MSLALVQSRALLGLQAPPVTVEVHLANGLPSFTLVGLADVEVKEARERVRSALQNAGLEFPHNKRITVNLAPADLPKDSG 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPA.KRITVNLAPADLPKEGG 79
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPA.KRITVNLAPADLPKEGG 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPA.KRITVNLAPADLPKEGG 79
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPA.RRITINLAPADLPKEGG 79
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIR.AREEGFKGIILPKQNTREAAIVNDLEVYGV 156
NTDB id 108109 AACH87 RS01545 WP 338796957.1 RFDLPIAMGILAASGQVDAQRLQGYEFAGELSLSGELRPVRGALATSLALAAQQVRVQMVLPPGSAEEAALVPDAQVVRA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAV..LAAHKDNQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAV..LAAHKDNQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAA..LAANQVERCLVVPHSNGDQAALVGVERHKSA 157
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAA..LAANKKQRHLVVPHANGDQAALVGKEQHKSA 157
NTDB id 1349 HI 1117 AAC22771.1 RFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAI..LAAQKSKRELIIAKQNANEASLVSDQNTYFA 157
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RFDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAV..LAASKAKREIIVPQQNANEVSLVSNTQTYCA 157
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NTDB id 1323 RA0C RS07335 WP 004916218.1 ENIKEVIDFFNENCPLEPTKVNT............REEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPG 224
NTDB id 108109 AACH87 RS01545 WP 338796957.1 RHLLDVVRAFLPPGSTAGGDADVDNDGWCRLQPTPL.....SAAATGPDMADVKGQAAAKRALEIAAAGGHSVLMLGPPG 235
NTDB id 1271 LPP RS03220 WP 011213198.1 NNLREVCDYLCQGTSLQ............SLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPG 221
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NNLREVCDYLCQGTSLQ............SLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPG 221
NTDB id 1153 A1552VC RS00115 WP 000521788.1 QSLLEVCADLCGQQTLS............LFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPG 221
NTDB id 1397 DSB67 RS15690 WP 005535577.1 QSLLEVCAELCGQHQLN............LYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPG 221
NTDB id 1349 HI 1117 AAC22771.1 QTLLDVVQFLNGQEKLP............LATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPG 225
NTDB id 1387 A4U84 RS06900 WP 020457569.1 STLLQVVNFLNNRDQLP............IAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPG 224
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NTDB id 1323 RA0C RS07335 WP 004916218.1 SGKTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLF 304
NTDB id 108109 AACH87 RS01545 WP 338796957.1 SGKSMLAQRFAGLLPPMTVTEALESAAVASLAGR.FD.PSRWGVRPTGQPHHTASAVALVGGGSPPKPGEISLAHQGVLF 313
NTDB id 1271 LPP RS03220 WP 011213198.1 SGKTMMAKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLF 300
NTDB id 1248 GCO85 RS03150 WP 011213198.1 SGKTMMAKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLF 300
NTDB id 1153 A1552VC RS00115 WP 000521788.1 TGKTMLASRLCDLLPEMSDEEAMETASIASLTQQEIN.QHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLF 300
NTDB id 1397 DSB67 RS15690 WP 005535577.1 TGKTMLASRLCDLLPEMSDEEAMETASVASLTQSEIN.EHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLF 300
NTDB id 1349 HI 1117 AAC22771.1 TGKTMLASRLTGLLPEMTDLEAIETASVTSLVQNELN.FHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLF 304
NTDB id 1387 A4U84 RS06900 WP 020457569.1 TGKTMLASRLADLLPEMEDDEAIETASVTSLVQNELN.FQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLF 303
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NTDB id 1323 RA0C RS07335 WP 004916218.1 LDEMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLD 383
NTDB id 108109 AACH87 RS01545 WP 338796957.1 LDELPEFPRAALEALREPLETGHITISRAAQRADFPARFQLVAAMNPCPCGFLGSSQRACRCTPDQVSRYQGKLSGPLLD 393
NTDB id 1271 LPP RS03220 WP 011213198.1 LDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLD 380
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLD 380
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LDEMPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLD 378
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LDEMPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLD 378
NTDB id 1349 HI 1117 AAC22771.1 LDELPEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLD 382
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LDELPEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLD 381
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NTDB id 1323 RA0C RS07335 WP 004916218.1 RIDIHIEVQKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAME 461
NTDB id 108109 AACH87 RS01545 WP 338796957.1 RIDLHVDVPALPAEQLLKA..PQGEGTEAIRERVVQARQRAMQRQG....STNQALQGQAIDEHLHLDDTAAKFLNTTAA 467
NTDB id 1271 LPP RS03220 WP 011213198.1 RIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMS 456
NTDB id 1248 GCO85 RS03150 WP 011213198.1 RIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMS 456
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLESALH 453
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLENALH 453
NTDB id 1349 HI 1117 AAC22771.1 RFDLSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLEKALN 457
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RFDLSIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLENALT 457
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NTDB id 1323 RA0C RS07335 WP 004916218.1 KLNLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 108109 AACH87 RS01545 WP 338796957.1 RLGWSARSTHRALKVARTIADLAGAERTEVSHVAEAVQYRRGLHAPG....... 514
NTDB id 1271 LPP RS03220 WP 011213198.1 KLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 KLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RLGLSIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RLGLSIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 KLGLSVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 KLGLSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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