
logo

MTSSSSSKKS
M
A
R
S
L
M
A
A
F
L
T
V

A
H
Q
T
E
G
L
T
E
P
R
S
V

N
Q
Y
P
P
R
Y
K
M
H
S
F
L
Q
V
T
S
P
N
G
I
F
L
A
F
I
L
V
G
S

A
K
N
Q
T
R

K
L
V
I
RLRVALEQDGKNAEEQKGAIVYHL ILVNDSTKVFAAQSTEKNTVQLMAEAIREQADEHTQSVYLAHIYVLADKNTVEAELKQSAVARSKRKQAFTAESKGEKRTQI EPDSFITLMVLVPAQSPEEMAYI

L
F
K
V
I
L

A
D
E
K
S

D
E
L
Q
V
N
S

TGFK
S
V
R
G

E
H
L
S
V
F
I

F
I
L

H
Q
T
S
S
A
P
K
L
Q
E
H
S

Q
R
S
T
L
E

A
I
L
R
T
A
A
L
Q
S
E
YKKNQLFAE

I
L
Q
H
T

A
I
L
K
A
S

NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
NTDB id 1168 A1552VC RS11070 WP 000957200.1 .................MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLEL..SIFHAQELTE.......QLS 54
NTDB id 1293 VP RS12240 WP 005479695.1 .................MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSS..GFFTSSELAE.......HLS 54
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .................MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSS..GFFQSHELTE.......HLS 54
NTDB id 1110 NGFG RS09235 WP 003689817.1 .................MSVGLLRILVQNQVVTVEQAEHYYNE.SQAGKEVLPMLFSD..GVISPKSLAA.......LIA 53
NTDB id 1251 GCO85 RS07725 WP 011946523.1 .........MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKN..KILSAEQIAL.......TAA 62
NTDB id 1081049 ACK3CJ RS05040 WP 409525335.1 ...........MTQGVQPLSGLAKRLVQDGALSAEVAADAVAKSRQEKEPFVSYIIKQ..RLISAHRAAS.......AAS 60
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .........MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEE..VHLSPSLLAE.......TIS 62
NTDB id 1018 ACIAD RS01685 WP 004920473.1 .........MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDN..FSISPLTIAE.......IIS 62
consensus *** *!** ***** * * * * *** ** ** *** **

logo

A
E
H
L
Q
R
V
S

L
N
I
V
E

Y
F
A
S
G
Y
E
V
L
D
S
P
C
E
I
M
Q
S
Y
L

F
P
V
T
L
E
S
D
I
P
L
E
G
R
D
N
S

C
H
R
T
Q
V

A
F
I
Y
E
P
D
G
I
P
R
T
V
Y

D
G
H
S
A
L
N
Q
R
S
T

F
Q
V
I
L
QMAEL IL

C
P

G
M
V
K
Q

N
R
T
D
G
Q

F
K
V
L
F
I
L
G
V

A
N
P
T
D
L

L
Q
R
E
S
D
E
K

Q
T
L
C
M
I
K
L
N
Q
R
V
T

E
K
R
F
Y
H
A
D
H
K
Q
N
R

C
F
I
M
A

M
V
LP I

V
L
H
I
M
N
V
A
F

H
S
K
Q
R

Q
T
R
EGDDS

P
G
D
H
P
Q
T
N
S

I
K
L
N
R
S
V
T

V
L
F
I
L
Y
F
L
VAMTVDVASNDPDSTKLQNI

M
Q
L

P
A
E
Q
G
Q
S
A
L
M
Q
V
I
E

E
K
Q
D
K
A
D
E
L
T
F
I
K
N
Q
V
R
R I LR

S
F
V
H
N
A
A
K
S
T
K
G
F
I
V
L
A
E
K
L
N
T
Q

L
T
V
H
R
E
A
R
V
P
L

NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRR 160
NTDB id 1168 A1552VC RS11070 WP 000957200.1 HIFGLPETDLSRYDYANL.....CQQLGLRELITRYDALPIAKQ...GNLLLLAVSDPTLLQAEEEFR...FATGLQVEL 123
NTDB id 1293 VP RS12240 WP 005479695.1 SIFGLSQPELSQYEYASL.....CQQLGLRELITRHNALPLHRT...PSTLLLAVADPTNQQAEDDFR...FATGLQVEL 123
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SVFGLSCTSLNQYEYASL.....CQTLGLRDLITRHNALPLNRT...SSTLILAVADPTNLQAEDDFR...FATGLQVEL 123
NTDB id 1110 NGFG RS09235 WP 003689817.1 RVFSYSILDLRHYPRHRV.....LMGVLTEEQMVEFHCVPVFRR...GDKVFFAVSDPTQMPQIQKTV...SAAGIAVEL 122
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QNFGVPMLDINCIDVGTI.....PVNLVNEKLIKRHAMVPLFSR...GTNLYLATDDPSKQASLKEIQ...FHTGLNTHA 131
NTDB id 1081049 ACK3CJ RS05040 WP 409525335.1 EEFGLPLLDLDTIPGDTL.....PKGLVAESLINKHQMLPLMKR...DNRLYVAVADPTNMQGVDEIK...FHTGVTTEV 129
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AEFAEPYFDLDVYDTSQI.....PKDLVDQKLILKHRILPLIQR...GQILYVATSNPSNIEAIDAIR...FNSKLLVEP 131
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LEFGEPLLDLGVFDPALF.....LKDKIDEKLIQKYRIMPLVHR...GHVLYVATSNPTNIEAMDAIR...FNSKLKVEP 131
consensus ***** *** ** *** ** *** ** *!* ** * ***!* *!*** ****** * *** ***

logo

A
L
I
V
V
L
I
A
V
T
D
E
D
T
F
Q
H

H
R
D
A
D
Q
E
K
F
L
N
Q
T
A
E
S

G
H
K
Q
R
T
A

K
V
A
L
I
L
G
S
D
E
R

E
K
N
W
Q
R

V
H
Y
L
G
F
L
Y
D
S
T
V
A
G

A
I
E
R
K
Q
R
E
S
I
E
L
S
T

D
E
G
H
Q
S
A
G
H
L
W
F
Q

A
D
G
N
L
E

L
A
K
A
N
Q
S
E
G
Q

E
Y
F
G
L

KGRVEDLEIGQSD
N

E
S
T
D
Q
A
G
R
D
E
A
D
E
F
L
E
A
D
K
S
G
N

LNDLTDIVGS I
L
E
V
D
M
I
V
D
E
S
N
A
D
V
L
K
G
D
D
E
G
I
P
S
V

D
H
P
S
T
E
G

KAD
K
T
E
A
R
S
T
D
D
H
V
Q
E
L
T
E
I
D

I
L
N
Q
E
D

A
E
Q
S
Y
D
N

L
E
T
I
A
D
E
A
E
N
S
T
D
D
E
K
N
P
S
L

A
D
E
L
Q
V
S

G
K
T
A
Q

E
N
S
D
Q
D
E
G
S
AP I

V
I
P
S
V
N
K
R
L
F
Y
V
I
H
NQKTLVI

NTDB id 1410 SGL RS13950 WP 010873519.1 LVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKI 240
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ALADHRALQAAIRRLYGRSIQGAANQGKEISQDELAN..........LV...KVS.DDELQSIEDLSQDDSPVSRFINQV 189
NTDB id 1293 VP RS12240 WP 005479695.1 VLADFRELSTAIRRLYGRSLSHEKSGLKEINQEELAS..........LV...DVG.ADEIDNIEDLSQDESPVSRYINQI 189
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VLADFRELTAAIRRLYGRSLGQEKSGLKEINQDELAG..........LV...DIG.EDEIENIEDLSQDESPVSRYINQI 189
NTDB id 1110 NGFG RS09235 WP 003689817.1 VIVEDDQLAGLLDWVGSRSTSLL.QEL.GEGQEE....................E.ESHTLYIDNEEAEDGPVPRFIHKT 179
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IVVETDKLSALIDNLLTAKESQGLSEY.VEDSGDLEG..........LEISADDE..DQDIDTATSVTDDAPIVKFVNKI 198
NTDB id 1081049 ACK3CJ RS05040 WP 409525335.1 VIVEQDKLAHKLEKYLDEQSDAL...G.ELDDADLDN..........IDIDDGST.KREEEQTAEDAASDAPIVRFINKV 194
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VIVEHHKLEKVLGQHFAEESSFD...F...NDEEFD...........LDVNLDGP.TAQEDEEEAPQGDEAPIVKYINKL 193
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IIVEHDKLERLLSEHFVEETHFN...F...DTEELD...........LDVEVDPH.TTDDDDEDDKLKDEAPIVKYINKL 193
consensus **** * * ** *** **** *** * **** *** ***!********

logo LAMSILKDALVIKQREQSTMKSGTASDLIHVFEFPQYEEHRNKENQMSTALYR I
VRCFLYR I

K
Q
C
VDGQVI LHNQVIRLVQEATIVFHVAQDKNTQPLAPAINRSLAKNSQHI

V
L
R
T
A
S
G
N
P
T
S
R

A
Q
R
I
V
L
G
T
V
S
A
S
ARFLIKI

V
L
M
A
S
D
N
R
K
Q

M
LDIASEKRRMSIVLPQDGGKRFMIQRKMRL IRTKFMYILNQSRQKGNGDSKRTKPSTAVI

NTDB id 1410 SGL RS13950 WP 010873519.1 LAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQ..GRKV 318
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