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NTDB id 1009 ACIAD RS15175 WP 004923730.1 EALLSLEVTPNITPDGKILMELNIANDSINSY.AQNGEA...ILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPF 669
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DALLSLNVTPSITPDGKIQMKLDISKDSVAGA.APNGEL...ILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPF 681
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DALLSLNVTPSITPDGKIQMKLDISKDSVAGA.APNGEL...ILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPF 681
NTDB id 1081034 ACKZH3 RS22195 WP 095004334.1 EASLSLEVTPQITPDNSVIMAVVVTKDEPDYMSRLQDVP...PIKKNEVRAKVLVKDGETIVIGGVFSKTQSKVVDKVPF 400
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVP...PINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPF 673
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