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NTDB id 258 KZH43 RS03475 WP 000590640.1 ....MIKILLVEDDLGLSNSVFDF.LDDFADVMQVFD.GEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTP 74
NTDB id 217 SPD RS03775 WP 000590640.1 ....MIKILLVEDDLGLSNSVFDF.LDDFADVMQVFD.GEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTP 74
NTDB id 183 SPR RS03560 WP 000590640.1 ....MIKILLVEDDLGLSNSVFDF.LDDFADVMQVFD.GEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTP 74
NTDB id 147 SP RS03905 WP 000590640.1 ....MIKILLVEDDLGLSNSVFDF.LDDFADVMQVFD.GEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTP 74
NTDB id 372 SMU RS05280 WP 002262198.1 MNYKEKKILILDDNPEILEMVQESLNIAGFNNLTGVQSKKEALEQLGKRSFDLAILDIMLPDGSGFEVLREIRKT.STIP 79
NTDB id 108103 LLUC08 RS01945 WP 003131580.1 ....MKKILVVDDEKPISDIVKFNLTKEGFEVFTAFD.GEEALEAFKEVQPDLILLDLMLPKLDGLDVAREIRKT.SDTP 74
NTDB id 413 AAK55817.1 141..845( ) ....MKKILIVDDEKPISDIIKFNMTKEGYEVVTAFN.GREALEQFEAEQPDIIILDLMLPEIDGLEVAKTIRKT.SSVP 74
NTDB id 374 SMU RS06885 WP 002262930.1 ....MKKILIVDDEKPISDIIKFNLAKEGYDTITAFD.GREALSKYEEENPDLIILDLMLPELDGLEVAKEVRKN.SHVP 74
NTDB id 606 V4T04 RS01910 WP 003130756.1 ..MTSKKILIIEDEKNLARFVSLELEHEGYATEIKDN.GRSGLEEATSKDYDLILLDLMLPELDGFEVARRLRKE.KDTP 76
NTDB id 471 HSISS4 RS01430 WP 002883757.1 ...MSKRILIVEDEKNLARFVSLELQHEGYDVVTADN.GREGLEMALEKDFDLILLDLMLPEMDGFEVTRRLQQE.KDTY 75
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NTDB id 258 KZH43 RS03475 WP 000590640.1 VLIMTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNEN..........TLTYGNIVVNLSTNTVKVE 144
NTDB id 217 SPD RS03775 WP 000590640.1 VLIMTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNEN..........TLTYGNIVVNLSTNTVKVE 144
NTDB id 183 SPR RS03560 WP 000590640.1 VLIMTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNEN..........TLTYGNIVVNLSTNTVKVE 144
NTDB id 147 SP RS03905 WP 000590640.1 VLIMTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNEN..........TLTYGNIVVNLSTNTVKVE 144
NTDB id 372 SMU RS05280 WP 002262198.1 VLFLSAVSDIEKQYQGFELGADDYIVKPFRPKELELRILSILKRAYPEKDD..........TLILPTCQVNFSQALITKG 149
NTDB id 108103 LLUC08 RS01945 WP 003131580.1 IIMVSAKDSEFDKVIGLELGADDYVTKPFSNRELLARIKANLRRINVAPA...ESTDNVKKELIIGNLRINPAHYAAYKN 151
NTDB id 413 AAK55817.1 141..845( ) ILMLSAKDSEFDKVIGLELGADDYVTKPFSNRELQARVKALLRRSQPMPVDGQ.EADSKPQPIQIGDLEIVPDAYVAKKY 153
NTDB id 374 SMU RS06885 WP 002262930.1 IIMLSAKDSEFDKVIGLEIGADDYVTKPFSNRELLARVKAHLRRTENIESAVAEENASGIPEIIIGDLQILPDAFVAKKR 154
NTDB id 606 V4T04 RS01910 WP 003130756.1 IIMMTARDSTMDRVAGLDIGADDYITKPFAIEELLARVRAFFRREEHGHAV.ERAENT.....SFRDLVIDKTNRTVHRG 150
NTDB id 471 HSISS4 RS01430 WP 002883757.1 IMMMTARDSIMDIVAGLDRGADDYIVKPFAIEELLARIRATFRRQDIEAAKNAPAKAS.....TYRDLKLDVQNRTVVRG 150
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NTDB id 258 KZH43 RS03475 WP 000590640.1 DTPVELLGKEFDLLVYFLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSKVRKKLKG.TTFAENLQTLRSVGYLLKDV 223
NTDB id 217 SPD RS03775 WP 000590640.1 DTPVELLGKEFDLLVYFLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSKVRKKLKG.TTFAENLQTLRSVGYLLKDV 223
NTDB id 183 SPR RS03560 WP 000590640.1 DTPVELLGKEFDLLVYFLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSKVRKKLKG.TTFAENLQTLRSVGYLLKDV 223
NTDB id 147 SP RS03905 WP 000590640.1 DTPVELLGKEFDLLVYFLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSKVRKKLKG.TTFAENLQTLRSVGYLLKDV 223
NTDB id 372 SMU RS05280 WP 002262198.1 ELEIQLTAKEYSILKVLYNNQNRIVTFDQLLEKVWGLQYQGYENTMMAHIRKIRQKIEANPSKPECLLTVKGLGYKLKVS 229
NTDB id 108103 LLUC08 RS01945 WP 003131580.1 DKQLDLTHREFELLYYLAQHLGEVITRENLLETVWGYDYFGDVRTVDVTVRRLREKVEDTPSRPQYVSTRRGVGYYMSNP 231
NTDB id 413 AAK55817.1 141..845( ) GEELDLTHREFELLYHLASHTGQVITREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYMRNN 233
NTDB id 374 SMU RS06885 WP 002262930.1 GTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYMKSY 234
NTDB id 606 V4T04 RS01910 WP 003130756.1 KKVIDLTRREYDLLLTLMQNVGDVVTREHLVSQVWGYEEGTETNVVDVYIRYLRNKI.DVEGQDSYIQTVRGLGYVMRER 229
NTDB id 471 HSISS4 RS01430 WP 002883757.1 DEAIPLTKREFDLLNTLLSNMNQVMTREELLLQVWKYDDAIETNVVDVYIRYLRGKI.DVPGKESYIQTVRGMGYVIREK 229
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NTDB id 258 KZH43 RS03475 WP 000590640.1 Q. 224
NTDB id 217 SPD RS03775 WP 000590640.1 Q. 224
NTDB id 183 SPR RS03560 WP 000590640.1 Q. 224
NTDB id 147 SP RS03905 WP 000590640.1 Q. 224
NTDB id 372 SMU RS05280 WP 002262198.1 .. 229
NTDB id 108103 LLUC08 RS01945 WP 003131580.1 HD 233
NTDB id 413 AAK55817.1 141..845( ) A* 234
NTDB id 374 SMU RS06885 WP 002262930.1 D. 235
NTDB id 606 V4T04 RS01910 WP 003130756.1 K. 230
NTDB id 471 HSISS4 RS01430 WP 002883757.1 .. 229
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