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NTDB id 108101 AACH34 RS04070 WP 338625524.1 MADVGMETTERLMADVRQGIKKKEIHEPADLKPFLEGKISEILKEGSDDI.RMAAEGPTVFLVIGVNGAGKTTTIGKLAA 124
NTDB id 1118 NGFG RS11455 WP 003696286.1 TGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAK 239
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NTDB id 108101 AACH34 RS04070 WP 338625524.1 ELKKINRVIGRELPEAPHETFLVLDATTGQNALSQADLFSKAAPITGVILTKLDGTAKGGVIIGLKASLSLPVKWVGVGE 284
NTDB id 1118 NGFG RS11455 WP 003696286.1 EIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGE 398
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NTDB id 108101 AACH34 RS04070 WP 338625524.1 GIDDLRPFVAEEFAKALFDREE 306
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