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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.W..QPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSV 77
NTDB id 1080838 ACK1U3 RS16435 WP 409487799.1 MRTGMFALALGLLCLGFLPVLPSVGWLLLLVLAGACCLL...........TRL....WPLGCFALGLAWACWSAQLSLND 65
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLP...........FRW....RPLAFFLFGLVWACLNAQWALDD 65
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NTDB id 1426 RS RS05575 WP 011001070.1 VLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPG 157
NTDB id 1080838 ACK1U3 RS16435 WP 409487799.1 RLEAGLDGRTLWLEGRVVGLPTRTAQGVRFELQQAHS.RRAELPQRLQLSWFDG....................PPIRAG 124
NTDB id 1199 PSJM300 12650 AFN78592.1 RLPVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGG....................PEIRSG 124
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NTDB id 1426 RS RS05575 WP 011001070.1 QRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEA 237
NTDB id 1080838 ACK1U3 RS16435 WP 409487799.1 ESWRVVATLQRPAGLLNPHGPDRAAQLLARRIGATGTVKAGDLTR..A............VAPDWRDALRERLLRVDAHG 190
NTDB id 1199 PSJM300 12650 AFN78592.1 ERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG 192
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NTDB id 1426 RS RS05575 WP 011001070.1 RYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAG 317
NTDB id 1080838 ACK1U3 RS16435 WP 409487799.1 .QQAGLAALVLGDGAGLAREQWQALQATGTVHLLVISGQHIGLVAGMLYALVASLA.......RWGLWP..RSWPWLPWA 260
NTDB id 1199 PSJM300 12650 AFN78592.1 .RAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLA.......RWGIWP..QRLPWLPWA 262
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NTDB id 1426 RS RS05575 WP 011001070.1 AVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLA 397
NTDB id 1080838 ACK1U3 RS16435 WP 409487799.1 CGLALVAALAYGWLAGAGVPVQRACLMLAVVLLWRLRFRQLGALLPLLLALTLVLLVDPLAALLPGFWLSFAAVAILIYS 340
NTDB id 1199 PSJM300 12650 AFN78592.1 CGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWI 342
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NTDB id 1426 RS RS05575 WP 011001070.1 ARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.L 476
NTDB id 1080838 ACK1U3 RS16435 WP 409487799.1 FAGR..............LGNWRPWQAWTRAQWVIAVGLLPVLLATGLPVSLTAPMANLLAVPWVSVAVLPPALLGTLLL 406
NTDB id 1199 PSJM300 12650 AFN78592.1 FRGR..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLL 408
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NTDB id 1426 RS RS05575 WP 011001070.1 PEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLAR 556
NTDB id 1080838 ACK1U3 RS16435 WP 409487799.1 PVPGVGEGLLWLAGAALHLLFALLAWVAAWQPAWVPPALPIGPWLLVCLGALLLLLPGGVP...LRSLGAVMLLA.LWAP 482
NTDB id 1199 PSJM300 12650 AFN78592.1 WVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAP 485
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NTDB id 1426 RS RS05575 WP 011001070.1 APAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTET 636
NTDB id 1080838 ACK1U3 RS16435 WP 409487799.1 KPPVPHGQVEVWQLDVGQGLAVLLRTRHHTLLYDAGPAKGDF.DLGERVVLPTLRKLGVAGLDLMLISHAHADHAGGAVA 561
NTDB id 1199 PSJM300 12650 AFN78592.1 DSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALA 564
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NTDB id 1426 RS RS05575 WP 011001070.1 VMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAA 716
NTDB id 1080838 ACK1U3 RS16435 WP 409487799.1 IIKGLPVARVIGGEALE..........EVHVQPCASSERWTWDGVDFSLWRW......ESGQSSNDRSCVLLVEAQGERL 625
NTDB id 1199 PSJM300 12650 AFN78592.1 IQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRW......PQATNGNQASCVLMVEAAGERL 631
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NTDB id 1426 RS RS05575 WP 011001070.1 MLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIER 796
NTDB id 1080838 ACK1U3 RS16435 WP 409487799.1 LLAGDIEAGAERAWLKAH..EAPRIDWLQAPHHGSRSSSTEAFIRATTPHGVLISRGRNNSFGHPHAQVVERYRRYGMVM 703
NTDB id 1199 PSJM300 12650 AFN78592.1 LLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAEL 709
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NTDB id 1426 RS RS05575 WP 011001070.1 LRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1080838 ACK1U3 RS16435 WP 409487799.1 HDTAVEGALRLVLGAQGE..VESVGRQRRFWRVQ................. 735
NTDB id 1199 PSJM300 12650 AFN78592.1 HDTAEHGALSLQLGAFGG..ARRMRDEPRFWREK................. 741
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