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NTDB id 1080828 ACK1U3 RS08125 WP 409488948.1 LDSVSPIPPALFKLCLWTAQYYQHSFGDTLSWALPALLRQGEPAEMRQERFWHVAPDARPEDPRIARAPRQRDALKTLAQ 150
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LDEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLF.HLWKITPCDNV.EALLKRSGKQQDAYQILKL 157
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logo HPAHGTVATEHNS ILLNSKLLSGNLVENKTADSTLDKALLLQAKKEGLVDQCLETLVERPRHDQFPASPRSHPEVHLQLAQMPEPLPTLNDEDEQKRDKAFTDQAYVRVENAGFQDHAQFYAQAFLLADGLVT
NTDB id 1080828 ACK1U3 RS08125 WP 409488948.1 HPHGVAHSLLSKLNLNKDSLDLLLAKELVQLEVRRHQPAPRHEHLLAQPELPLNDEQRDAFDAVREGFDAFAAFLLAGVT 230
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HPAGTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPV.QLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLT 236
consensus !!*! * *! * *! ! ! !! * * *! * ! * !!!**!*!!**!* ! ! * * * !!!! !*!

logo GSGKTEVYLHQI
L
I
M
H
RETVLEKAQGKQAVLVL IVPE IGNLGTPQTI

L
A
SRFEKQSRFNACDR IALLHSAGLVNDRSEKRLDQAWLQAQAQRDTGEKADS I I ILGTRSA

NTDB id 1080828 ACK1U3 RS08125 WP 409488948.1 GSGKTEVYLQLIRETLEAGKQALVLIPEINLGPQTLARFEQRFNARIALLHSAVNDRERLDAWLAARDGEADIIIGTRSA 310
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GSGKTEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSA 316
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NTDB id 1080828 ACK1U3 RS08125 WP 409488948.1 LFTPMKNPGLIIIDEEHDGSYKQQEGLRYHARDLALVRAQQENIPILLGSATPSLETLHNALTGRYRLLRMNQRAGGARP 390
NTDB id 1072 ABD1 RS01805 WP 000156662.1 IYTPLPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALL 396
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NTDB id 1080828 ACK1U3 RS08125 WP 409488948.1 PRMLRLDVKSLPLDSGISGPLQQAIRQTLEAGQQVLVFLNRRGFAPTLLCHDCGWLSECPRCDARMTVHQR.SGVLRCHH 469
NTDB id 1072 ABD1 RS01805 WP 000156662.1 PKMHLIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHH 476
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NTDB id 1080828 ACK1U3 RS08125 WP 409488948.1 CGYDERLPQQCPQCNHVDLRPVGAGTERAEERLKVLFPDYPILRVDRDSTARKDAMHTLFTTIQRGQPSILVGTQMLAKG 549
NTDB id 1072 ABD1 RS01805 WP 000156662.1 CGTVHRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKG 556
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NTDB id 1080828 ACK1U3 RS08125 WP 409488948.1 HHFPRVTLVAILDADGGLFSGDFRASERMAQLIVQVAGRAGRAEEPGKVVIQTHLTDHPLLVQLTEQGYFAFAEQALDER 629
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HHFPHVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAER 636
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NTDB id 1080828 ACK1U3 RS08125 WP 409488948.1 RNAGLPPFSHLALLRAEAHKPGQAEGFLDQACAAAERLVAEQQLPGIELLGPVPAPMERRAGRFRAQLLVQANTRAPLHR 709
NTDB id 1072 ABD1 RS01805 WP 000156662.1 KVALLPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQI....AGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHF 712
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NTDB id 1080828 ACK1U3 RS08125 WP 409488948.1 LISAWLLVLEQLPSGRQVRWSLDVDPVDLY 739
NTDB id 1072 ABD1 RS01805 WP 000156662.1 YLRQWWAQLVHAPRQHQLRLSIDVDPQEFS 742
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