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VFLTVIAGGIVFMI IFWFRLLAQKSTDPDGAKYPNTQKSTERNPMFVEKENQAKTNDVLNPSTQATLAKEQVSATASVESNTKNSDSSLSTEKELVNKETVDEVQKKVEKQDEKAGEFNDEKNPDSLEK
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDGDNSK 80
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDTALKQSTSENNSLSKLEDVQVKDGDNSK 80
NTDB id 153 SP RS04730 WP 000387344.1 MEAII.......EKIKEYKIIVICTG..LGLLVGG.FFLLKPAPQTPVKETNLQ.AEVAAVSKDSSTEKEVKKEEKEEPL 69
NTDB id 1080793 ACK2WG RS12730 WP 409509004.1 MNWLN..........QHKKAIILAAS..AAVFIAVIFFLASGKNKEPMKQTVST......ET....ENTEVK.QEAFKDE 57
NTDB id 105 BSU 25590 NP 390437.1 MNWLN..........QHKKAIILAAS..AAVFTAIMIFLATGKNKEPVKQAVPT......ET....ENTVVK.QEANNDE 57
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NTDB id 36 MW RS08230 WP 001793467.1 NKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGVNSVHVK 159
NTDB id 20 SA RS08005 WP 001802022.1 NKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIEVNSVHVK 159
NTDB id 153 SP RS04730 WP 000387344.1 EQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG.SGTAS. 147
NTDB id 1080793 ACK2WG RS12730 WP 409509004.1 SNETIVIDIKGAVKHPGVYEMRTGDRLSQAIEKAGGTSEQADEMQVNLAELLQDGTVVYIPKRGEETAVQQGIGGAIQS. 136
NTDB id 105 BSU 25590 NP 390437.1 SNETIVIDIKGAVQHPGVYEMRTGDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGGSVQS. 136
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NTDB id 36 MW RS08230 WP 001793467.1 NGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI. 228
NTDB id 20 SA RS08005 WP 001802022.1 NGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI. 228
NTDB id 153 SP RS04730 WP 000387344.1 .STSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 1080793 ACK2WG RS12730 WP 409509004.1 .DGGKGALVNINTATLEELQGISGMGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
NTDB id 105 BSU 25590 NP 390437.1 .DGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
consensus ** *!!*!*!***!! * !*! *!**!***!* *!*!*******!!*!*! !***!*!***!*

X non conserved

X similar

X ≥ 50% conserved


