
logo MLAELS IKNFAI I EELTVSFERGLTVLTGETGAGKS I I IDA I SLLVGGRGSSEFVRYGEATKAELEGLFLLESGHPVFLDGVC
NTDB id 1080780 ACK2WG RS12040 WP 409508987.1 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGETKAELEGLFLLESGHPVFDVC 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!! !!

logo

A
I EQGIDVSDEMIVMRRDI STSGKSVCRVNGKLVTIASLRE IGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKQ

NTDB id 1080780 ACK2WG RS12040 WP 409508987.1 IEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALQ 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

A
TYQEGYHQRYMVKLLKKLKQLSESEQEMAHRLDL IQFQLEE I ESAKLELNEDEQLQEERQQI SNFEKIYESLQNAYNALRSE

NTDB id 1080780 ACK2WG RS12040 WP 409508987.1 AYQEGYHRYMKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
consensus !!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QGGLDWVGMASAQLEDI SDINEPLKKLMSESVSNSYYLLEDATFQMRNMLDELEFYDPERLNYI ETRLNE IKQLKRKYGATV
NTDB id 1080780 ACK2WG RS12040 WP 409508987.1 QGGLDWVGMASAQLEDISDINEPLKKLSESVSNSYYLLEDATFQMRNMLDELEYDPERLNYIETRLNEIKQLKRKYGATV 320
NTDB id 352 BSU 24240 NP 390304.2 QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATV 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EDE I LEYASKI EEE IDQI ENRDSHLQSLVKKELDSVGKDVAVEAANVSQIRKATWAKKLADE IHRELKSLYMEKSTFDTEFKI
V

NTDB id 1080780 ACK2WG RS12040 WP 409508987.1 EEILEYASKIEEEIDQIENRDSHLQSVKKELDSVGKDVAVEAANVSQIRKAWAKKLADEIHRELKSLYMEKSTFDTEFKI 400
NTDB id 352 BSU 24240 NP 390304.2 EDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKV 400
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo RTASRNEEAP I
LVNGQPVQLTDEQGIDLVKFL I STNTGEPLKSLSKVASGGELSRVMLAIKS I FSSQQDVTS I I FDEVDTGV

NTDB id 1080780 ACK2WG RS12040 WP 409508987.1 RTASRNEEAPIVNGQPVQLTDQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV 480
NTDB id 352 BSU 24240 NP 390304.2 RTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV 480
consensus !!!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SGRVAQAIAEKIHKVS IGSQVLC ITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAVE IGRMIAGVEVTDLTKR
NTDB id 1080780 ACK2WG RS12040 WP 409508987.1 SGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVVEIGRMIAGVEVTDLTKR 560
NTDB id 352 BSU 24240 NP 390304.2 SGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKR 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!



logo HAKELLKQADQVKTTG
NTDB id 1080780 ACK2WG RS12040 WP 409508987.1 HAKELLKQADQVKTTG 576
NTDB id 352 BSU 24240 NP 390304.2 HAKELLKQADQVKTTG 576
consensus !!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


