
logo MDQAAAVCLMTICR INQLLSPSLLLKWWKADPSMSLTSPVLEQTVTRDGKQIKAAALKNEKI EEQFQYPKLPQRVLAAYHREQGINPTIP I
NTDB id 1080774 ACK2WG RS08645 WP 409509691.1 MDQAAACLMICRINQLLSPSLLLKWWKADPSMSLTSPVLETVTRGKIKAAALKNKIEEQYPKLQRVLAAYHEQGINPIPI 80
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLTSPVLQTVTRDQIKAAALKNEIEQFYPKLPRVLAAYREQGINTIPI 80
consensus !!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!!! !! !!!!*!!!!!!*!!!!!*!!!

logo SSKQYPFWLKSTIYDPPAVLFAKGDMTLLSKGRKIG IVGTRNPTAYGI
KQI

VVNHLTEKE I
LCRKGNWVIVSGLASGIDGMSHAAS

NTDB id 1080774 ACK2WG RS08645 WP 409509691.1 SSKQYPFWLKTIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGIQIVNHLTEELCRKNWVIVSGLASGIDGMSHAAS 160
NTDB id 114 BSU 16110 NP 389493.1 SSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKGWVIVSGLASGIDGMSHAAS 160
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!! !*!!! !!!!!!!!!!!!!!!!!!!

logo IKAVKGRTIGVIAGGFQHIYPRENLQLADHMAKHHI LLSEHPPETKPQKWHFPMRNRI I SGLSEGVIVVQGKEKSGSL ITA
NTDB id 1080774 ACK2WG RS08645 WP 409509691.1 IKVKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGVIVVQGKEKSGSLITA 240
NTDB id 114 BSU 16110 NP 389493.1 IKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGVIVVQGKEKSGSLITA 240
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YQALEQGREVFAVPGSLFDPYAGGP IKL IQQGAKAIWSAEDI FEELPERNVQYTEPF
NTDB id 1080774 ACK2WG RS08645 WP 409509691.1 YQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF 297
NTDB id 114 BSU 16110 NP 389493.1 YQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF 297
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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