logo

NTDB id 1080723 ACFGDV RS15685 WP 136417377.1
NTDB id 1102 NMB RS03635 WP 002244053.1

NTDB id 1106 NGFG RS01495 WP 003687645.1
consensus

logo

NTDB id 1080723 ACFGDV RS15685 WP 136417377.1
NTDB id 1102 NMB RS03635 WP 002244053.1

NTDB id 1106 NGFG RS01495 WP 003687645.1
consensus

logo

NTDB id 1080723 ACFGDV RS15685 WP 136417377.1
NTDB id 1102 NMB RS03635 WP 002244053.1

NTDB id 1106 NGFG RS01495 WP 003687645.1
consensus

logo

NTDB id 1080723 ACFGDV RS15685 WP 136417377.1
NTDB id 1102 NMB RS03635 WP 002244053.1

NTDB id 1106 NGFG RS01495 WP 003687645.1
consensus

[
UATYS AL Ao pAgL o) eRL VAEASDRLASSTamAluot R rshopelshn
hKRSKKLWﬂ.A\.S\.S TQ LAPEKID VA Skl IRVELS EK 1V QYFRK Y F R
NEKRSLKFAASRERSINIGOE . . . LEFPEKIDEGNKDATSIA SIORESIN\R DIANS KGN EEVNUQ Y B KINNSIANLE G T Y A [ )
MK KILLTVSLGLALSACATQGTWDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLD
MK KILLTVSLGLALSACATQGTI\DKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARIQSQLD
[ ]

kokokokokokok Dok Dok D Dok Dokokokokok skokoskoskoskosk Dok DD Dokok DD Dok D Do D Dok Dok Dok D Pokokok Dok D DT Dok Dokokokok Dok Dok |k

TATAop0rd A EREseL o DALy FEpsSrLe st o) KU st o

VAYAYY [0Je; [OFNOJALAA ERFpN LHP HPNUWUDYUM{YLRGL WFN JMQUSFL (3L I4QDIYS RDPKAIR A |3 FI LI\ RF
TAYAYYKDDEKDKALAAT RFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRF
TAYAYYKDDEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRF
R I T B e e I B B B e B e I I B I B e I B I I T B B I e A I B e B e e B B I B B B B e IS B B |

WWMMMM%wMMﬁMMW%M%WMMM%%W&MI

P SHYNDAIMARMIQYLV A [NMENEIVAPRY YN RGAY ' AAANRAQEEN Y ENFN EE LT - YIEL[GRPIAL DL
PNSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRILAADT,

PNSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYTAAANRAIMKIIGSYQNTRYVEESLAILELAYKKLDKPNLAADT
Do Dok Dokok D 0ok DD Dokok D Dok Dokokokok Dok D Dok D Dok DD D Dok DD T D1 Dokokokokokok Dokokokokokok | Dok Dok Dokokokok Dokok Dok | Dokok | %

Ngbihemplit

2RV RKNVFGﬁ DRSGJAMMET|Y . 265
P

RRVLETNFPKSPFLK[MEWISIDDMPWWRYWH 267
RRVLETNFPKSPFLjNsl WN¥DDMPWWRYWH 267
sl Dotk DU sk Dok Dk skl skokok L1 Dok |

X non conserved
B similar
>507% conserved

157
157
157

237
237
237



