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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 1080714 ACFGDV RS04685 WP 136413168.1 ..MTAPRILVVDDEADLRELLEITLVKMGLDVDCAETLAAARALLAEHEYALVLTDMRLPDGLGIELVREVASTYKNTPI 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTEN....ALENKLLIGRSLPIQQLRIAIKK 156
NTDB id 1080714 ACFGDV RS04685 WP 136413168.1 AVITAFGSADNAVAALKAGAFDYLSKPIGLDQLRLMVQSALRTQHAGSGSSPSSGQVEAATSRLTGDSAVMRDLRAQIVR 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEAP.......VDNRLLGESPPMRALRNQIGK 151
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSL 236
NTDB id 1080714 ACFGDV RS04685 WP 136413168.1 LARSMAPVAITGESGSGKELAARDIHAHSARADKPFIAVNCGAIPEALMEAEFFGYRKGAFTGANDDRDGFFQAANGGTL 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTL 231
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 FLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGE 316
NTDB id 1080714 ACFGDV RS04685 WP 136413168.1 MLDEVADLPLPMQVKLLRAIQERRVRKVGATVEEPVDVRLISATHQNLASCVERGTFRQDLFYRLNVIELRLPPLRERLE 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 FLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERRE 311
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 DVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISN.... 392
NTDB id 1080714 ACFGDV RS04685 WP 136413168.1 DISQMADALLERLSSCGS..RAVLSPQALQALQSYPFPGNVRELENILERALAFANGGVIEVGDLALKPVSVSDLSNAQH 396
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADA.......... 381
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 .......PFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGL 465
NTDB id 1080714 ACFGDV RS04685 WP 136413168.1 VAKPTEPPAAPAAGPERAVAASALPVEVELPCSLPEHLDHVEREIIRRALARTHFNRTQAAELLGISFRQLRYRMQRLSI 476
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .......PGASQEG...AAS.......LSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGI 444
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 DTETEQEV 473
NTDB id 1080714 ACFGDV RS04685 WP 136413168.1 HEPDS... 481
NTDB id 1473 PAKAF RS24000 WP 003094694.1 D....... 445
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