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NTDB id 1080710 ACFGDV RS04020 WP 136413307.1 MFSFFKKKPKDTPAAPQEAAPQPSAQE..APVAPVIE...PSAPPPAE...........QKQSWLNLFKKESPTIPAPPV 64
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMP..SE 78
consensus !!!!!**!*! **!* !! *!**! ** *!!*** **** ***!!*********** * ! * *!***

logo

A
T
G
PEAPALEPARPVEPSTAAKEAPLVAETPTVGVEAPEVGEQI

V
Q
V
E
P
A
P
P
V
A
P
P
T
P
T
A
EEHQKLRGSWAMAQRLKAQGLASKSTRSDSKMAKNSLATGTLVFGVGAGKQIDGDEDLYEELESTAVL

NTDB id 1080710 ACFGDV RS04020 WP 136413307.1 TPEPLPAPPTAAEPLATPVVEPEGEIVPPPPPPAEQKRSWMQRLKAGLSKTSS....NLTTLFVGAKIDDDLYEELESAL 140
NTDB id 1118 NGFG RS11455 WP 003696286.1 AGEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVL 158
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NTDB id 1080710 ACFGDV RS04020 WP 136413307.1 LVSDAGVEATQFILDALKKKVKAEKLTEAEQVKAALRTVLLEILSPLQKPFVLGR.HQPLVMMIAGVNGAGKTTTIGKLA 219
NTDB id 1118 NGFG RS11455 WP 003696286.1 ITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLA 238
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NTDB id 1080710 ACFGDV RS04020 WP 136413307.1 KHLQAHHQSVLLAAGDTFRAAAREQLTIWGERNNVTVIAQESGDPAAVAFDAVQSAKARNLNVVMVDTAGRLPTQLHLME 299
NTDB id 1118 NGFG RS11455 WP 003696286.1 KYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLME 318
consensus !* !!** !!!!!!!!!!!!!!!!!! !! !!!!!!! ! *!!*!!!*!!!!! !!!! * *!* !!!!!!!!!!!!!!

logo E I
LKKVKRVI

L
G
QKAGI

M
E
PGAPHE I ILLVVI

LDAGNI
TGQNALVANQVKAFDDALGQLTGI

L
I
VVTKLDGTAKGGI

VLAAI
LAKSDTRPVPVRYFYIGVGE

NTDB id 1080710 ACFGDV RS04020 WP 136413307.1 ELKKVKRVIGKGMEGAPHEILLVIDGNTGQNALAQVKAFDDALQLTGIVVTKLDGTAKGGVLAAIAKTRPVPVYFIGVGE 379
NTDB id 1118 NGFG RS11455 WP 003696286.1 EIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGE 398
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NTDB id 1080710 ACFGDV RS04020 WP 136413307.1 KIEDLQPFNAEEFVDALLS 398
NTDB id 1118 NGFG RS11455 WP 003696286.1 GIDDLRPFDARAFVDALLD 417
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