
logo MRALL IGFVAGCMAVLQTQRPASLAVPVWQPAGLLGLACLLAMALVLRRGAGRLPRLVPVMAVLAAACAVGFGWSDWRAQQRLSVVLA
NTDB id 108069 AACJ33 RS10890 WP 118883414.1 MRALLIGFVAGCMVLQTQPSLVPVWQPGLLGLACLLAMAVLRRGGRLPRLVPVMAVLAAACVGFGWSDWRAQQRLSVVLA 80
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
consensus !!!!!!!!!!!!! !!! ! ! !!!!!*!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!

logo PAEWEGKADIRATGVVAELPEQVTEDATRFLFHR I ESSDAGDGAVPPRVRLSWYGKLRSWHNERQRREAEGAATDRRAGIPDLQPGQRW
NTDB id 108069 AACJ33 RS10890 WP 118883414.1 PEWEGKAIRATGVVAELPQVTEDATRFLFHIESSDAGGAVPPRVRLSWYGKRSWNERRREAGAATDRRAGIPDLQPGQRW 160
NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
consensus ! !!!! !!!!!!!!!!! !!!!!!!!!!*!!!!!!! !!!!!!!!!!!! !!!*!! !!! !!!!!!!!!!!!!!!!!!

logo QLTLRLKRPHSLMNPGGFDGEYAMLADDTI
VRAAGYVHYTGKRARNALPMGEADAGASGFVGLHRVERWRAAVRRHI

LLAALPDEARYA
NTDB id 108069 AACJ33 RS10890 WP 118883414.1 QLTLRLKRPHSLMNPGGFDGEYAMLADTIRAAGYVHTGKRARNAPMGEA..GAGFGLHVERWRAAVRRHILAALPDARYA 238
NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!*!!!!!!!!*!!!!**! ! !!*!!!!!!!!!!!*!!!!!*!!!!

logo PVI
MVALVVGDQSGIAQADWERFRRTGI SHLVS I SGLHITMIAGLFAGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAI

VA
NTDB id 108069 AACJ33 RS10890 WP 118883414.1 PVMVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFAALWMALWRRSFGLARWLRTPLPLRMPAQRAGAIA 318
NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo AMATAAFLAYCLLAGMGVPAQRTLLMLATVAVARLATDRSVPAVSLSLCWAAAALVALVDPWAVMSAGFGWLSFGAVAVI FLAAR I
NTDB id 108069 AACJ33 RS10890 WP 118883414.1 AMTAALAYCLLAGMGVPAQRTLLMLATVAVARLTDRSVPASLSLCWAAAAVALVDPWAVMSAGFWLSFGAVAVIFLAARI 398
NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
consensus !! !! !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !!!!!!!!! !!!!!!!!!!!!! !!!!!!!!!!!!!!!!

logo VAADARDDDVRRPAWP I
VRAWRGLRGAAR I

VQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGATALPEGPW
NTDB id 108069 AACJ33 RS10890 WP 118883414.1 VAADARDDDRRPAWPIRAWRGLRGAARIQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGAALPGPW 478
NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALPEPW 480
consensus !!!!!!!! !!!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!

logo SPQPVLAIWAEASFAGWLMVPSWLDAGLALMPGGWSVWVAPAVAPAWAWGML
PALVVGVLPLLLVPGGCYRAWAWRAQGAI

VLLLPMLLARAPAVP
NTDB id 108069 AACJ33 RS10890 WP 118883414.1 SPPVLAWAEASFGWLVSWLDGLAMPGWSVWVAPVAPAWAWMPALVGVLLLLVPGGCRAWAWRAQGAILLLPMLLARAPVP 558
NTDB id 1426 RS RS05575 WP 011001070.1 SQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAP 560
consensus !*!!! !!!!!!*!!**!!!*!!*!! !!!!!! !!!!!! *!*!!!*!!!!!!!*!!!!!!!!!!*!!!!!!!!!!! !



logo PPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPGRHQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAEG
NTDB id 108069 AACJ33 RS10890 WP 118883414.1 PPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPGHGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAE 638
NTDB id 1426 RS RS05575 WP 011001070.1 PPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAG 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VPVRTMLASLWPPGHGRLDEERQARAHLGIDEPTAGCVAGQRWAVWDGVAFE I LHYPVQAVPPSDRAAPVSSNARSCVLR IAGNARYAAMLAG
NTDB id 108069 AACJ33 RS10890 WP 118883414.1 VPVRTMLASWPPGHRLDEQARAHGIDTAGCVAGQRWVWDGVAFEILHPVQAPPDRAPVSSNARSCVLRIAGARYAAMLAG 718
NTDB id 1426 RS RS05575 WP 011001070.1 VPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAG 720
consensus !!!!!!!!! !!!! !* !!!!*!!**!!!!!!!!! !!!!!!!!!*!!! !*!!!*!!!!!!!!!!!!! !!!!!!!!!

logo DIGRSAQEAMAL IAAEAPERLMADI LLVPHHGSKRTSSSGAFLDAVSAPQVAI
VFQVGYRNRYGHPHPQVWQRYGARDGI ERLRTD

NTDB id 108069 AACJ33 RS10890 WP 118883414.1 DIGSAQEMALIAAEAPERLMADILLVPHHGSKTSSSGAFLDAVSPQVAIFQVGYRNRYGHPHPQVWQRYGARDIERLRTD 798
NTDB id 1426 RS RS05575 WP 011001070.1 DIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTD 800
consensus !!! !!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!

logo AATGAVVI ETRGDALADVRTARSMRPRYWSSALEVAALADEATTEPTDGAQP
NTDB id 108069 AACJ33 RS10890 WP 118883414.1 AAGAVVIETRGDALDVRTARSMRPRYWSSALEVAALADATEPTDAQP 845
NTDB id 1426 RS RS05575 WP 011001070.1 ATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
consensus ! !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!* !!!! !!!

X non conserved
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X ≥ 50% conserved


