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NTDB id 1080688 ACKW6F RS12590 WP 149126427.1 MLLSKMRWEYEHPSEEKVKSLSENLNISALTASLLVKRGLEEVEEARSFLFDQKAEFHDPFLLKGMKEAVERINKAIEEQ 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! !!!!!! *! *!!!!!*!*!*!**! !!!!!!!! * ! !! !!* !*!*!!! *!!!!!! *!! !! !
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NTDB id 1080688 ACKW6F RS12590 WP 149126427.1 ESIVIFGDYDADGVTSTSVLLHTLKERSAIVDFYIPDRFKEGYGPNEQAFRYIKEQGASLVITVDTGIAAVNEARIAKEI 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus ! !*!*!!!!!!!!!!!!!*!!!! !! !!!!!!!!!!!!!!!!!!!!! !!! ! !!*!!!!!!!!!!*!!**!!!*

logo GLDLVI ITDHHEPGSEPELPDEAVLRAIVHPKQPGCETYPFKELAGVGVAFKLVAHALLGEKLPDVEQLLDLAAIGTIADLVPLHDENRLWI
L

NTDB id 1080688 ACKW6F RS12590 WP 149126427.1 GLDLIITDHHEPSEELPEALAIVHPKQPGCEYPFKELAGVGVAFKVAHALLGKLPVQLLDLAAIGTIADLVPLHDENRWL 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !!!*!!!!!!!! *!!!* !!!!!!!!!! !!!!!!!!!!!!!!*!!!!!! !! !!!!!!!!!!!!!!!!!!!!! *
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NTDB id 1080688 ACKW6F RS12590 WP 149126427.1 AKKGLVQLRQSNRPGLKALLKEAGATLEEANEETVGFQIAPRLNAVGRIEQADPAVHLLMTEDKDEAEELARFVQELNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !! !! *!!*!!! !*! !* * !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!! !!!!!! * !!!!
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NTDB id 1080688 ACKW6F RS12590 WP 149126427.1 RQKIVSTITEEAIQMVEEAGDDQSAIVVAKAGWNPGVVGIVASKLTDTFSRPAIVLGIDEETQMAKGSARSIPGFDLFFH 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFES 400
consensus !!!*!! *!*!!! !!! ! !!*!!!!!!!!!!!!!!!!!!!!! ! ! !!!!!!!!!!! *!!!!!!!!*!! !! *
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NTDB id 1080688 ACKW6F RS12590 WP 149126427.1 LSKCRDILPHFGGHPMAAGMTLRADDVSLLRERLNQYANETLTEEDFIPIQRVDAVCKVDELTVQAIEEAGMLSPFGMSN 480
NTDB id 354 BSU 27620 NP 390640.1 LSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLN 480
consensus !! !!!!!!!!!!!!!!!!!!!*!*!!* !! !!! ! !!!!!!!!!*! !! !! !***!! ! ! !!!!!!! !
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NTDB id 1080688 ACKW6F RS12590 WP 149126427.1 PKPFIMIEDAKLEDIRTIGANHNHIKMSLKDEDTLLDCVGFHQGKLKEEIVPGSRISVIGEMSVNEWNNRKKPQLMLKDA 560
NTDB id 354 BSU 27620 NP 390640.1 PKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDA 560
consensus !!!****! ! !!!*! !!!!* !*!!*** ! * !!!!!!* ! ! ! !!!!!!!!**!!!!*!!!!!!!!!!!!*!!!
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NTDB id 1080688 ACKW6F RS12590 WP 149126427.1 RVDEWQLFDLRGKKDWEKKVSTLDSEKSLVVCFDEATKQDV.....DLPIHHV.HAENVSSFNVQGKYVVFADVPADEQL 634
NTDB id 354 BSU 27620 NP 390640.1 AVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDM 640
consensus ! !!!!!!!!!!* !! !! !*! ! *!*! ! * ****** **!**** ** ! * ! !*! !*!* *

logo LAKQRLLEGNKQAKPAER IYFTI
VFLQNRHKEDHFLMSSTFPASRDHQFKWFYYAGFLFLKRGASFDP I

VKEKHQGMSELAKHKRGWSTKVDETI INFMTKVFFDELGFV
NTDB id 1080688 ACKW6F RS12590 WP 149126427.1 LKQLLENQKPARIYTVFQRKEDHFMSSFPSRDQFKWFYGFLFKRGSFPIKEQGMELAKHRGWTKDTIIFMTKVFFELGFV 714
NTDB id 354 BSU 27620 NP 390640.1 LARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFV 720
consensus ! !!! ! !!! *! *!!!!*!*!! !!*!!!*!*!! !!! !**! *! !!!!!*!!* *!! !!!!!!!*!!!!

logo KI ENGVLS IVVLSDGAKPKKRDLTADSAQSTYQTAKQQRLMELDQKTLNTYSSAEKELKEWLNKSLMMKSEQDVSEPAVLYESTRRT
NTDB id 1080688 ACKW6F RS12590 WP 149126427.1 KIENGVLSIVLDAPKKDLTASASYTAKQRLMELDQTLTYSSAKELKEWLNSMMSEVSPVL...... 774
NTDB id 354 BSU 27620 NP 390640.1 KIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !!!!!!!!*! !*!*!!! ! *! !!! !!!!!! ! !!!! !!!!!!! *! !* ******
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