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NTDB id 358 SMU RS01425 WP 002263523.1 MLREL KTIWMNGTTALG V)¥NAYSY GFETR IKADMTLFDpYDLT PF [HV K[e3's LE]HYYVVG Q 160
NTDB id 421 SGO RS10260 WP 012131060.1 LREAKTTDGTTALGLVKVAE FETRAKADM LFDL)X PF AH LK GKLLHYYVVTGQDK IHIADPDP[N 116
NTDB id 511 SMSK321 RS10730 WP 000668322.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDK[§SIHIADPDPG 116
NTDB id 483 SM12261 RS00275 WP 000668315.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 247 KZH43 RS00220 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 206 SPD RS00235 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 171 SPR RS00230 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 131 SP RS00255 WP 000668284.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
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NTDB id 483 SM12261 RS00275 WP 000668315.1 VKLTKLPRERFEEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVT INIVGSYYLQSIIDTY] 196
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NTDB id 421 SGO RS10260 WP 012131060.1 S| VLFSQN GLFF@TLL P YA IIF@FMKPFEKMN TMEAN
NTDB id 511 SMSK321 RS10730 WP 000668322.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
NTDB id 483 SM12261 RS00275 WP 000668315.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFWTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET
NTDB id 247 KZH43 RS00220 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET
NTDB id 206 SPD RS00235 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
NTDB id 171 SPR RS00230 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
NTDB id 131 SP RS00255 WP 000668284.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
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NTDB id 358 SMU RS01425 WP 002263523.1
NTDB id 421 SGO RS10260 WP 012131060.1 . Q
NTDB id 511 SMSK321 RS10730 WP 000668322.1 MNSOGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRA
NTDB id 483 SM12261 RS00275 WP 000668315.1 MNSOGEISLGGVNLNQIDKKALRQYINYLPQQPYVENGTIL NLLLGAKEGTTQEDILRA
NTDB id 247 KZH43 RS00220 WP 000668290.1 MNSOGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRA
NTDB id 206 SPD RS00235 WP 000668290.1 MNSOGEISLGGVNLNQIDKKALRQYINYLPQQPYVENGTILENLLLGAKEGTTQEDILRA
NTDB id 171 SPR RS00230 WP 000668290.1 BNSOGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRA
NTDB id 131 SP RS00255 WP 000668284.1 MASOGEISLGVNLNQIDKKALRQYINYLSQQPYVFNGTILENLLLGAKEGTTQEDILRA

consensus NN NN N o N Ty e [ e e [

366
400
356
356
356
356
356
356
356

446
480
436
436
436
436
436
436
436

526
560
516
516
516
516
516
516
516

606
638
594
594
594
594
594
594
594



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1080296 ACKOE3 RS12030 WP 411163392.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1080296 ACKOE3 RS12030 WP 411163392.1

358
421
511
483
247
206
171
131

consensus

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

R IMTELTDA I3 CRRAALLTOLVL LA L) RO

QTIAL 181G i SGGQ QR A ARALL IJAIVLIIIDE TSSLDEy TE IVDBIL

fe)

VRt

E AEIREDIE[MPRIYYQTELRSDGAGISGGQ QRIALARALLTRAPVLILDEATSSLDILTEK I ENL
VELAEIRGIDIERMPLNYQTEL DGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRI DNL
VELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAP LILDEATSSLDILTEKRIVDNL
VELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

VELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
VELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
VELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

VELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
R ! NEIETTI I I s !

AT AcRTRVVMADNCH e s L H s

Q
TAHRLTIAERTEKVVVL QGKIVEEGKHADLLAQGGFYAHLVNS 717
IAHRLTIAERTEKVVVLDQGKIVEEGRHADLLAQGGFYAHLVNS 717
IAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
IAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
IAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
IAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NS * %k | P D0 Dok Dok Dotk Dokeokeokok 1ok | !

730

X non conserved
B similar
>50% conserved

L

LI

|

686
717
673
673
673
673
673
673
673



