
logo

MASLMAAFLNHITENTEPSYPRKMHSF
L
Q
V
S
T
N
G
I
F
L
F
G
I
V
L
S

A
Q
T
R
K
L
V
R
I
F
L
I
R
V
L
T
E
Q
K
L
N
A
E
E
Q
K
G
H
I
R
V
Y
L
I
L
V
N
D
S
T
K
T
V
F
A
A
D
E
Q

N
Q
S
T
A
K
V
M
Q

A
K
Q
E
H
I
T
E
Q

E
Y
S
A
V
Y
L
D
E
H
I
L
V

A
T
E
K

L
N
A
Q

A
E
R
K
V
A
Q
R
S
K
F
Q
A
A
D
E
K
S
F
K
Q
G
A
K
T
I
E
D
S
I
L
M
T
V

A
L
V
P
A
Q
P
E
L
M
A
Y
I
L
F
S
V
I
L
D
E
K
S
C
D
E
L
N
S

F
K
S
V
G
H
K
S
V
F
I

L
F
I
D
H
Q
T
S
A
P
S
E
H
K
Q
L
S

D
L
Q
S
T
E
I
L
T
A
A
L
E
I
L
H
Q
T

A
C
I
L
I
A
S
A
D
H
L
Q
R
S

L
N
E
I
VFARSGYEVLSPCEILMQYPFTLESDI

L
D
G
K
R
N
S

C
D
H
R
Q
V

I
F
Y
N
P
E
D
P
R
T
V
Y
G
H
S
A
L
N
R
T
Q
S

NTDB id 1110 NGFG RS09235 WP 003689817.1 ........MSVGLLRILVQNQVVTVEQAEHYY..NESQAGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRHYPRHR 70
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ........MLTNLVAILRQAELISA.TQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSRYDYAN 71
NTDB id 1293 VP RS12240 WP 005479695.1 ........MHSNLSTILRQKGLLTF.SQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQYEYAS 71
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ........MLTNLSTVLRQAGILTF.SQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQYEYAS 71
NTDB id 1251 GCO85 RS07725 WP 011946523.1 MALATEEYRLQGIGQLLVLEKLLDK.TKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINCIDVGT 79
NTDB id 1080172 ACJ3W8 RS13540 WP 409423958.1 ..MNINSP....LLRKFITLGRIDTDTVK.....ARQQDFASTAELISKCGKIDSLDLAEQCIDLFRVPYFDLKDFNVAQ 69
NTDB id 1058 ABD1 RS01615 WP 001274986.1 MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQ.DTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDVYDTSQ 79
NTDB id 1018 ACIAD RS01685 WP 004920473.1 MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQ.DIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGVFDPAL 79
consensus * * *** *** * * * ** ** ** *** ** *!*** ** ** *

logo

F
V
I
L
L
C
P
A
M
V
K
Q

E
G
N
T
D
Q

K
V
L
I
L
G
V
K
N
T
D
L
Q
R
E
D
E
K
Q
L
M
I
K
L
Q
R
V
T
E
K
R
F
Y
H
A
D
H
N
R

C
M
A
I
M
V
LP I

V
L
A
H
I
N
F
V

H
K
S
Q
R
K
Q
T
R
D
P
S
G
D
H
N
Q
R
T
S

I
L
N
V
K
T

V
L
F
I
L
Y
F
I
V
LAATVDASNDPSTDKLQNMYILQAGPEQQSAFLMIEKQEDKNADETIFEQVRSFHSNAASTKGI

L
A
K
L
N
S
Q

C
T
V
H
E
A
V
P
L
A
I
V
V
I
L
A
V
D
E
D
T
Y
F
H
H
I
D
R
A
E
Q
KLADQTESGKNRTAKVALLI EGSDRENWQRVHLGFLYADSTVGAERKTESEGISLTGHQSGHFLQADGLENAQFKLDENSELQTDGDYEGLVKE

NTDB id 1110 NGFG RS09235 WP 003689817.1 VLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAGIAVELVIVEDDQLAGLLDWVGSRSTSLLQELGE 150
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATGLQVELALADHRALQAAIRRLYGRSIQGAANQGK 151
NTDB id 1293 VP RS12240 WP 005479695.1 LCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATGLQVELVLADFRELSTAIRRLYGRSLSHEKSGLK 151
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATGLQVELVLADFRELTAAIRRLYGRSLGQEKSGLK 151
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTGLNTHAIVVETDKLSALIDNLLTAKESQGLSEYV 159
NTDB id 1080172 ACJ3W8 RS13540 WP 409423958.1 IPAELVKEKLIRKHHILPLVQKDRKVYIAASDPTDYGAFENFEFSTGLSCEVVVVDYIQLDNKIEQLLDATGSLNLSDDE 149
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSKLLVEPVIVEHHKLEKVLGQHFAEESSFDFNDEE 159
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSKLKVEPIIVEHDKLERLLSEHFVEETHFNFDTEE 159
consensus * ** ** ** *!* ** ***! **!*** * * ** *** ******* ! * ** * *

logo

G
L
F
E
K
Q
D
I
S
E
L
N

E
F
S
D
Q

A
E
G
D
V

D
N
E
V
L
E
A
D
N
P
S
GLEVI

K
D
I
S
V
ADDH

P
S
E
G

A
D
P
T
E
A
Q
S
T
D
D
H
K
Q
E
E
L
T
I
D
E
H
I
L
Q
D
E
S
T
Y
D
N

P
T
E
I
A
K
D
E
A
N
T
D
D
E
K
P
S
L
D
E
L
Q
V
S
A
G
T
K
Q

E
DDEGSAP I

V
I
P
S
V
V
K
R
F
Y
V
I
H
NQKTVLI LMSILDALVIKRQSMKSGASDLIHFEFPYERHNKEKNQMSAYR I

VRFLYR I
Q
C
VDGQVI LVHIRLQETIVVQANSTQPAPAILNSASTQH

NTDB id 1110 NGFG RS09235 WP 003689817.1 GQEE...........EESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQPPIA 219
NTDB id 1168 A1552VC RS11070 WP 000957200.1 EISQDELANLVKV..SDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQPASH 229
NTDB id 1293 VP RS12240 WP 005479695.1 EINQEELASLVDV..GADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQPPNH 229
NTDB id 1401 DSB67 RS12665 WP 010643259.1 EINQDELAGLVDI..GEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQPPSH 229
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ED.SGDLEGLEISADDEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATPPAS 238
NTDB id 1080172 ACJ3W8 RS13540 WP 409423958.1 FKEFAELDS......EPQKDHTPKDDDKDDAPIIVYINKILMDAIKKGASDLHFEPYEHKYRIRFRIDGILHEVASPPNT 223
NTDB id 1058 ABD1 RS01615 WP 001274986.1 FDLDVNLDG......PTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANPPLQ 233
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LDLDVEVDP......HTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATPPLQ 233
consensus ** ** ***!* ******!*!!** *!!!*!!!*!! *!*!*! !!*! ** *!*

logo

V
L
R
A
S
G
N
S
T
R
K
Q
R
I
L
T
S
A
S
ARLIKI

V
L
MSNQRKMLDIASEKRRKIVLPQDGGRFMIQKMLRTKFMILQTNSERQKGGRDSRTKPSTAVIDMFRVNSSTCMLPTSLAWFGEKLVIVMLRVLI LNDPSADGSASAAKNSMLNDGI ENDQVAKLGFYNSEDEPDFSVEQQRKTAKQNL

NTDB id 1110 NGFG RS09235 WP 003689817.1 VRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKL 299
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQL 308
NTDB id 1293 VP RS12240 WP 005479695.1 LSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQL 308
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQL 308
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTN 317
NTDB id 1080172 ACJ3W8 RS13540 WP 409423958.1 LSTKLSARIKVMSRLDIAEKRKPQDGRIKLKITE.RKSIDFRVSTMPTLWGEKIVMRILDSSSAMLGIDVLGYEPEQKKL 302
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKAL 312
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKAL 312
consensus ** ** *!*!**!**!! !*!*!!!!******** ***!*!!***!!**!!!*!*!*!****! ! !* !!* * !* *



logo

L
F
Y
M
L
K
N
D
EAI

L
D
E
H
K
N
Q
R

Q
K
RPYQGMVLI L IMVTGPTGSGKTVTSLYTACGLRSNI LNQKTI

S
E
P
H
Q
S
E
A
R
S
V
INIASTAEDPAVE IKYNVLSEPGVINQVNQI

V
Q
N
D
PKQAVI EGMFLGTFSAGNAEALKRASFLRQDPD

NTDB id 1110 NGFG RS09235 WP 003689817.1 LLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPD 379
NTDB id 1168 A1552VC RS11070 WP 000957200.1 YLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPD 388
NTDB id 1293 VP RS12240 WP 005479695.1 YLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPD 388
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPD 388
NTDB id 1251 GCO85 RS07725 WP 011946523.1 FLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPD 397
NTDB id 1080172 ACJ3W8 RS13540 WP 409423958.1 YLDALEQPQGMILVTGPTGSGKTVSLYTGLNILNQPERNISTAEDPVEINLEGVNQVQINPKAEMTFANALRAFLRQDPD 382
NTDB id 1058 ABD1 RS01615 WP 001274986.1 FMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPD 392
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPD 392
consensus ***!* *!*!!*!*!!!!!!!!!!*!!!*!*!!!* *!!*!!!!!*!!** !*!!!****!****!* !!**!!!!!!!

logo

I
V
I
VMVGE IRDLDETADE I SAVIKASAQTGHMLVFMLSTLHTNNSAPAAETI

V
L
N
S
I
TRMLAVLRSNMGI

V
A
E
P
A
T
P
S
Y
FNVLIATSS ILVTNSLVIMIAQRLLARKRLCKNPSHKSYQCRKARTIQAEVPRQVADIREHRDPQFILPVNSTP

NTDB id 1110 NGFG RS09235 WP 003689817.1 IIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVERPS 459
NTDB id 1168 A1552VC RS11070 WP 000957200.1 VVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVRP.S 467
NTDB id 1293 VP RS12240 WP 005479695.1 VVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQEH.T 467
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQEP.N 467
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDFT 477
NTDB id 1080172 ACJ3W8 RS13540 WP 409423958.1 VVMVGEIRDLETAEISIKAAQTGHLVLSTLHTNSAPETITRLLNMGVPAYNVASSISLIIAQRLARRLCPKCKTP.EQLP 461
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIP.ADIP 471
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRP.IQVP 471
consensus **!!!!!!!!*!!*!**!!*!!!!*!*!!!!!!*!**!* !* !!!* **!*!*!**!**!!!!*!*!! !* * *

logo

E
K
N
V
A
S

E
L
R
S
Q
A
E
G
S
L
Q
L
K
S
I
L
Q

Q
R
H
E
F
I
Q
V
L
M

A
GI
F
A
K
S
Q
T
D
N
T
P
E
A
N
E
Q
T

Q
E
D
I
L
Q
V
A
H
K
QPEIQ

N
D
M
W
F
I
L

Q
R
V
Y
F
K

E
I
Q
R
V
L
F
A
Y
A
E
K
Q
R
N
A
P
A
K
D
VGCEHLDNDQRSECRTDSEGHQGYRSKGRATVGLVI FYEVLMAQRPKMVFINSDTKTEPSEMILGQASRKQELVAI LI IMNQRSEKNRDGAGTSNEIASVVHLDGQELI LAEDERAKATVLSAKLQYEI STAKAELNGFML

S
V
Q
N
D
N
T
I
L
F
Q
R
E
L
Q
M
R
A
SG

NTDB id 1110 NGFG RS09235 WP 003689817.1 ASALKEVGFTDEDLAK.DWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAYKEGMVDLRRAG 538
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ALLQSQFAFQPNE....ILYEANAAGCNECTG.GYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQTLQESG 542
NTDB id 1293 VP RS12240 WP 005479695.1 VQL.QHLGIQTTD....NIFRANPDGCNECTH.GYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGMSTLQMSG 541
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SQL.QHIGIANTE....QIFQANPDGCNECTH.GYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGMQTLQMSG 541
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NQGLIELGFKEADLV..NLKLYKAVGCEQCTS.GYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSEGMLTIFQSG 554
NTDB id 1080172 ACJ3W8 RS13540 WP 409423958.1 SEELIRQGFSEQQIQ..DMVLYAPKGCDSCTD.GYKGRVGIYEVMQITPEIAQIIMRGGNSLEIAEVSLKAGFNNLRLSG 538
NTDB id 1058 ABD1 RS01615 WP 001274986.1 KQSLLEMGFTEQDLAHPDFRVFQPVGCLECRE.GYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKLGFNNLRRSG 550
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ERSLLEMGFTPEDLAQPEFQIFEPVGCHDCRE.GYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETLGFNNLRRSG 550
consensus * *** ** * ** * !! *!* !!*!!*!**!!* ** ** *** * *** ** !** * *!

logo

L
I
L
R
K
EKAILVARKMEQGVITTS IFLRSAEQE I

L
V
T
Q
N
A
R
N
VLTNVSYDEF

NTDB id 1110 NGFG RS09235 WP 003689817.1 ILKIMQGITSLEEVTANTND 558
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 IEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 IEKLKQGITSFRELQRVLYF 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IEKVKEGITTIEEVNRVTVD 574
NTDB id 1080172 ACJ3W8 RS13540 WP 409423958.1 IRKAAEGVTSLAEINRVTSF 558
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LKKVMQGVTSLQEINRVTSE 570
consensus * !* *!*!** !*****



X non conserved

X similar

X ≥ 50% conserved


