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MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT,
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT,
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GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY
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QNA WGRL TNFAGPMNNFILG |JVFI LMFRAQGGVED NEV B Iy GGAMQEAYGLYYT GDIYT IGQATDTMTDMAT
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE|
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE
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THSEAASEASITEPEIFDEV . VEHE[T)AK Vg KU SY| G 'SP LKTGI#DKIGGE Q[NA{CMY ALY
ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN

ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQIR2SQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN
Kook ok ok ok ok ok kok | kokok | skokokokokokokokok |k [ skokokok Dokokokokokokok | Dok Dok D Dok DD Dok DD Pok D DT Dok Dokokok Dokokokokokok | Dok | 1|

VA 2, SORRSESC SRR LU IP LDLCAVV M6 AR L Y LA

ED) QNLGGPVARY BRUSNQA EMUGIY S |3 LM MLSIN GIFNLIPIPALDGGKIVMNI E IRRKPLUSYEPESYITLAGYV|
FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNITIEAIRRKPLNQEIESYITLAGV
FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV

m WND B

AVMVVLMIWYVTWND IpR|YFF 419
AVMVVLMIAVTWNDIMRAFF 420
AVMVVLMIAVTWNDIMRAFF 420

X non conserved
B similar
>50% conserved
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160
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