
logo MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPAEVKQDGTAVASDAQLKYAFWVSPTTSSGLL IDELTENTTDST
NTDB id 1080083 ACKWPP RS10035 WP 409373903.1 MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPAEVKQDGTAVSDAQLKYAFVSPTTSSGLLIDELTENTTDST 80
NTDB id 463 GPW51 RS08685 WP 012775331.1 MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPAEVKQDGTAVADAQLKYAWVSPTTSSGLLIDELTENTTDST 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo FGGMVDI SLMFGYDGDERKLDDSGLAKAEFDVEKGKKITVSLTGKDYKWSDGEQPSFTINDYI FTIKSMASKDYTGI
VRFDDKFLN

NTDB id 1080083 ACKWPP RS10035 WP 409373903.1 FGGMVDISLFGYDGDRKLDDSGLAKAEFDVEGKKITVSLTGKDYKWSDGQPFTINDYIFTIKSMASKDYTGVRFDDKFLN 160
NTDB id 463 GPW51 RS08685 WP 012775331.1 FGGMVDISMFGYDGERKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGESFTINDYIFTIKSMASKDYTGIRFDDKFLN 160
consensus !!!!!!!!*!!!!!*!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!*!!!!!!!!

logo I EGMKQEFVADGKTAASDI SG I
LKKI

VDDYTVELTVKEMSPSMMYAGGDVPAHYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWK
NTDB id 1080083 ACKWPP RS10035 WP 409373903.1 IEGMKEFVAGTAADISGLKKIDDYTVELTVKEMSPSMMYAGGDVPAHIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWK 240
NTDB id 463 GPW51 RS08685 WP 012775331.1 IEGMQEFVDGKASDISGIKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWK 240
consensus !!!! !!! ! ! !!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IKE IVNGES ITYVPNEYFFKGTKTPKTSSLKIDIVSPDTIVSEMKAGNYDIAETMPAVDQLDSYKDASNLNIVGQSLDESASYEYI
NTDB id 1080083 ACKWPP RS10035 WP 409373903.1 IKEIVNGESITYVPNEYFFKGTTPKTSSLKIDIVSPDTIVSEMKAGNYDIATMPADQLDSYKDASNLNIVGSLDSAYEYI 320
NTDB id 463 GPW51 RS08685 WP 012775331.1 IKEIVNGESITYVPNEYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGQLESSYEYI 320
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!! !*! !!!!

logo SFNFLGKYDEASADGKNVMDENAKMNDVKLRQAIAYAIDTKTAGEKSLYNGLYHPAKNSL I I SFFGDIHDSELEGYSYDNPEKAKK
NTDB id 1080083 ACKWPP RS10035 WP 409373903.1 SFNLGKYDESADKNVMDENAKMNDVKLRQAIAYAIDTKTAGESLYNGLYHPANSLIISFFGDIHDSELEGYSYDPEKAKK 400
NTDB id 463 GPW51 RS08685 WP 012775331.1 SFNFGKYDEAAGKNVMDENAKMNDVKLRQAIAYAIDTKTAGKSLYNGLYHPAKSLIISFFGDIHDSELEGYSYNPEKAKK 400
consensus !!! !!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!! !!!!!!

logo LLDEEAGYKDVDGDGIREGKDGKAEFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKNSTFYENSVVQANDAPAID
NTDB id 1080083 ACKWPP RS10035 WP 409373903.1 LLEEAGYKDVDGDGIREGKDGKEFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGNTFYEVVQANDPAID 480
NTDB id 463 GPW51 RS08685 WP 012775331.1 LLDEAGYKDVDGDGIREGKDGKAFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKSFYNSVQANDAAID 480
consensus !!*!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!! !!!!!*!!!

logo MYAGGWSTGYDPNPSTGLMWGPS IAAFNMSRFVSDENTKLLENAI SSATESFDDKKNVENYKAWQKYAHYEQAFAIPTFESEKS I ITA
NTDB id 1080083 ACKWPP RS10035 WP 409373903.1 MYAGGWSTGYDPNPTGMWGSIAAFNMSRFVSDENTKLLNAISSTESFDDKKNVENYKAWQKYAYEQAFAIPTFESESIIA 560
NTDB id 463 GPW51 RS08685 WP 012775331.1 MYAGGWSTGYDPNPSGLWGPIAAFNMSRFVSDENTKLLEAISSAESFDDKKNVENYKAWQKYAHEQAFAIPTFESEKITA 560
consensus !!!!!!!!!!!!!!*!*!!*!!!!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! ! !



logo

L
VNKRVKNSFYDSTKNYGSASGNTGI

LALYEGNI ELTADKGVVAE
NTDB id 1080083 ACKWPP RS10035 WP 409373903.1 LNKRVKNFDSNYGSASGNGIALENIELTADKGVVAE 596
NTDB id 463 GPW51 RS08685 WP 012775331.1 VNKRVKSYDTKYGSASGTGLAYEGIELTADKGVVAE 596
consensus *!!!!! *!* !!!!!! !*! ! !!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


