
logo

MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPAEVKQDGTAVADAQLKYAWVSPTTSSGLL IDELTENTTDST
NTDB id 1080078 ACKWPP RS09135 WP 409374402.1 ................................................................................ 0
NTDB id 463 GPW51 RS08685 WP 012775331.1 MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPAEVKQDGTAVADAQLKYAWVSPTTSSGLLIDELTENTTDST 80
consensus ********************************************************************************

logo

FGGMVDI SMFGYDGERKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGESFTINDYI FTIKSMASKDYTGIRFDDKFLN
NTDB id 1080078 ACKWPP RS09135 WP 409374402.1 ................................................................................ 0
NTDB id 463 GPW51 RS08685 WP 012775331.1 FGGMVDISMFGYDGERKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGESFTINDYIFTIKSMASKDYTGIRFDDKFLN 160
consensus ********************************************************************************

logo

I EGMQEFVDGKASDI SG IKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWK
NTDB id 1080078 ACKWPP RS09135 WP 409374402.1 ................................................................................ 0
NTDB id 463 GPW51 RS08685 WP 012775331.1 IEGMQEFVDGKASDISGIKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWK 240
consensus ********************************************************************************

logo

IKE IVNGES ITYVPNEYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGQL
M
D
E
G
S
I
SYENYI

NTDB id 1080078 ACKWPP RS09135 WP 409374402.1 ........................................................................MDGIYNYI 8
NTDB id 463 GPW51 RS08685 WP 012775331.1 IKEIVNGESITYVPNEYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGQLESSYEYI 320
consensus ************************************************************************** ! !!

logo

G
SFNFLGKYDDEAASGKNVMTDNEPNAVKMNDNVKLRQAI

M
A
GYAI

LDNTAKTVAIGEKKSLYNGLYHPATKNSL I I SFFGDI
VHDSELAEGYSYDNPEKAKK

NTDB id 1080078 ACKWPP RS09135 WP 409374402.1 GFNLGKYDDASGKNVTNPNVKMNNVKLRQAMGYALDNAVIGEKLYNGLYHPTNSLIISFFGDVHDSELAGYSYDPEKAKK 88
NTDB id 463 GPW51 RS08685 WP 012775331.1 SFNFGKYDEAAGKNVMDENAKMNDVKLRQAIAYAIDTKTAGKSLYNGLYHPAKSLIISFFGDIHDSELEGYSYNPEKAKK 400
consensus !! !!!!*! !!!! *! !!! !!!!!!**!!*! ! !!!!!!!! !!!!!!!!!*!!!!! !!!! !!!!!!

logo LLDEAGYKDVDGDGI
MREDGAKDGKASFLKTI STFVAAQRKRSTEATNQEATLMVQQYI

L
A
TWWKE I

VGLNVELYTGRTI
VEGYKNSTFYENS IVAQANDAEAGID

NTDB id 1080078 ACKWPP RS09135 WP 409374402.1 LLDEAGYKDVDGDGMREDADGKSLTISVAAQKSTETQETMVQQYLTWWKEIGLNVELYTGRTIEYNTFYESIAANDEGID 168
NTDB id 463 GPW51 RS08685 WP 012775331.1 LLDEAGYKDVDGDGIREGKDGKAFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKSFYNSVQANDAAID 480
consensus !!!!!!!!!!!!!!*!! !!! !* !! ! !! *! *!!!!* !!!!*!!!!!!!!!!!*! *!! !* !!! *!!

logo

M
VYALAGAGWI

S
A
TGLYDPDNPSTGSLWGPEIAAMF

YNMYSTRFVSDDENTAKLLENAKI STSAESFDDEKQKNI
VENYKAWQEKYAFHEQAFAIPTFERSEKS ITA

NTDB id 1080078 ACKWPP RS09135 WP 409374402.1 VYLAAWIAGLDPDPTSLWGPEAMYNYTRFVSDDNTALLNKITSAESFDEQKNIENYKAWQEYAFEQAFAIPTFERESITA 248
NTDB id 463 GPW51 RS08685 WP 012775331.1 MYAGGWSTGYDPNPSGLWGPIAAFNMSRFVSDENTKLLEAISSAESFDDKKNVENYKAWQKYAHEQAFAIPTFESEKITA 560
consensus *! **! ! !! !* !!!! ! *! *!!!!!*!! !! !*!!!!!!* !!*!!!!!!! !!*!!!!!!!!!! ! !!!



logo VNKRVKSYYDTVKYI
YGSADSGKSTGHLAYEGNI

LELTADEKGI
V
A
VAE

NTDB id 1080078 ACKWPP RS09135 WP 409374402.1 VNKRVKYYDVYIGSDSKSGH..ENLELTAEKGIAAE 282
NTDB id 463 GPW51 RS08685 WP 012775331.1 VNKRVKSYDTKYGSASGTGLAYEGIELTADKGVVAE 596
consensus !!!!!! !! !! ! *!***! *!!!!*!!* !!

X non conserved

X similar

X ≥ 50% conserved


